Pham 10501




Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 10501 Report

This analysis was run 04/05/24 on database version 557.
Pham number 10501 has 12 members, 6 are drafts.

Phages represented in each track:

» Track 1 : Pakusa_ 38, Aloki_38, Oogie 40, Kabocha_ 41, Chidiebere 40,
Schomber_39, Hanem_40

« Track 2 : Gray_40

» Track 3 : ChisanaKitsune_36

« Track 4 : ScarletRaider_39, FlyingTortilla_39, UBSmoodge 41

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 1, it was called
in 6 of the 6 non-draft genes in the pham.

Genes that call this "Most Annotated" start:

* Aloki_38, Chidiebere_40, ChisanaKitsune_36, FlyingTortilla_39, Gray_40,
Hanem 40 Kabocha_41, Oogle 40, Pakusa_. 38 ScarletRaider_ 39 Schomber 39,
UBSmoodge_41

Genes that have the "Most Annotated" start but do not call it:

Genes that do not have the "Most Annotated" start:

Summary by start number:

Start 1:

* Found in 12 of 12 ( 100.0% ) of genes in pham

» Manual Annotations of this start: 6 of 6

* Called 100.0% of time when present

* Phage (with cluster) where this start called: Aloki_38 (DQ), Chidiebere_40 (DQ),
ChisanaKitsune_36 (DQ), FlyingTortilla_39 (DQ), Gray_40 (DQ), Hanem_40 (DQ),
Kabocha_41 (DQ), Oogie_40 (DQ), Pakusa_38 (DQ), ScarletRaider_39 (DQ),
Schomber_39 (DQ), UBSmoodge_41 (DQ),

Summary by clusters:



There is one cluster represented in this pham: DQ

Info for manual annotations of cluster DQ:
«Start number 1 was manually annotated 6 times for cluster DQ.

Gene Information:

Gene: Aloki_38 Start: 28649, Stop: 29257, Start Num: 1

Candidate Starts for Aloki_38:

(Start: 1 @28649 has 6 MA's), (2, 28913), (3, 29012), (4, 29027), (5, 29030), (8, 29111), (9, 29114),
(11, 29174),

Gene: Chidiebere_40 Start: 28649, Stop: 29257, Start Num: 1

Candidate Starts for Chidiebere_40:

(Start: 1 @28649 has 6 MA's), (2, 28913), (3, 29012), (4, 29027), (5, 29030), (8, 29111), (9, 29114),
(11, 29174),

Gene: ChisanaKitsune_36 Start: 27443, Stop: 28051, Start Num: 1
Candidate Starts for ChisanaKitsune_36:
(Start: 1 @27443 has 6 MA's), (2, 27707), (3, 27806), (4, 27821), (5, 27824), (6, 27884), (8, 27905),

Gene: FlyingTortilla_39 Start: 31503, Stop: 32126, Start Num: 1
Candidate Starts for FlyingTortilla_39:
(Start: 1 @31503 has 6 MA's), (2, 31776), (4, 31893), (7, 31968), (8, 31977), (10, 32037),

Gene: Gray_40 Start: 28650, Stop: 29258, Start Num: 1

Candidate Starts for Gray_40:

(Start: 1 @28650 has 6 MA's), (2, 28914), (3, 29013), (4, 29028), (5, 29031), (8, 29112), (9, 29115),
(11, 29175),

Gene: Hanem_40 Start: 28649, Stop: 29257, Start Num: 1

Candidate Starts for Hanem_40:

(Start: 1 @28649 has 6 MA's), (2, 28913), (3, 29012), (4, 29027), (5, 29030), (8, 29111), (9, 29114),
(11, 29174),

Gene: Kabocha_41 Start: 29462, Stop: 30070, Start Num: 1

Candidate Starts for Kabocha_41:

(Start: 1 @29462 has 6 MA's), (2, 29726), (3, 29825), (4, 29840), (5, 29843), (8, 29924), (9, 29927),
(11, 29987),

Gene: Oogie_40 Start: 30355, Stop: 30963, Start Num: 1

Candidate Starts for Oogie_40:

(Start: 1 @30355 has 6 MA's), (2, 30619), (3, 30718), (4, 30733), (5, 30736), (8, 30817), (9, 30820),
(11, 30880),

Gene: Pakusa_38 Start: 28391, Stop: 28999, Start Num: 1

Candidate Starts for Pakusa_38:

(Start: 1 @28391 has 6 MA's), (2, 28655), (3, 28754), (4, 28769), (5, 28772), (8, 28853), (9, 28856),
(11, 28916),



Gene: ScarletRaider_39 Start: 31530, Stop: 32153, Start Num: 1
Candidate Starts for ScarletRaider_39:
(Start: 1 @31530 has 6 MA's), (2, 31803), (4, 31920), (7, 31995), (8, 32004), (10, 32064),

Gene: Schomber_39 Start: 28399, Stop: 29007, Start Num: 1

Candidate Starts for Schomber_39:

(Start: 1 @28399 has 6 MA's), (2, 28663), (3, 28762), (4, 28777), (5, 28780), (8, 28861), (9, 28864),
(11, 28924),

Gene: UBSmoodge 41 Start: 31264, Stop: 31887, Start Num: 1
Candidate Starts for UBSmoodge 41:
(Start: 1 @31264 has 6 MA's), (2, 31537), (4, 31654), (7, 31729), (8, 31738), (10, 31798),



