
1 4 67 8 10 12 13 1415 16 18 22 24 2627 28 2930 32 3738 39 40 41 424344 45 46 48 51 52 53 5455

23 4 5 7 9 10 11 17 19 20 21 23 25 31 33 3435363738 39 41 424344 47 4950 52 53 54

2: Finch_48

1: Stormageddon_43 + 1

Zoomed Pham 107881



Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 107881 Report

This analysis was run 04/05/24 on database version 557.

Pham number 107881 has 3 members, 0 are drafts.

Phages represented in each track:
• Track 1 : Stormageddon_43, RedWattleHog_46
• Track 2 : Finch_48

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 2, it was called
in 2 of the 3 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
• RedWattleHog_46, Stormageddon_43,

Genes that have the "Most Annotated" start but do not call it:
•

Genes that do not have the "Most Annotated" start:
• Finch_48,

Summary by start number:

Start 2:
• Found in 2 of 3 ( 66.7% ) of genes in pham
• Manual Annotations of this start: 2 of 3
• Called 100.0% of time when present
• Phage (with cluster) where this start called: RedWattleHog_46 (DX),
Stormageddon_43 (DX),

Start 4:
• Found in 3 of 3 ( 100.0% ) of genes in pham
• Manual Annotations of this start: 1 of 3
• Called 33.3% of time when present
• Phage (with cluster) where this start called: Finch_48 (singleton),

Summary by clusters:



There are 2 clusters represented in this pham: singleton, DX,

Info for manual annotations of cluster DX:
•Start number 2 was manually annotated 2 times for cluster DX.

Gene Information:
Gene: Finch_48 Start: 37630, Stop: 40026, Start Num: 4
Candidate Starts for Finch_48:
(1, 37597), (Start: 4 @37630 has 1 MA's), (6, 37684), (7, 37690), (8, 37720), (10, 37762), (12, 37864),
(13, 37909), (14, 38029), (15, 38032), (16, 38089), (18, 38290), (22, 38401), (24, 38446), (26, 38512),
(27, 38521), (28, 38542), (29, 38569), (30, 38584), (32, 38620), (37, 38677), (38, 38683), (39, 38722),
(40, 38761), (41, 38782), (42, 38803), (43, 38809), (44, 38815), (45, 38848), (46, 38905), (48, 38950),
(51, 38983), (52, 39025), (53, 39085), (54, 39109), (55, 39124), (57, 39256), (59, 39310), (65, 39442),
(66, 39451), (67, 39544), (68, 39583), (70, 39622), (71, 39676), (72, 39679), (74, 39745), (76, 39763),
(78, 39799), (82, 39919), (83, 39922),

Gene: RedWattleHog_46 Start: 43038, Stop: 45482, Start Num: 2
Candidate Starts for RedWattleHog_46:
(Start: 2 @43038 has 2 MA's), (3, 43044), (Start: 4 @43053 has 1 MA's), (5, 43095), (7, 43113), (9,
43155), (10, 43185), (11, 43248), (17, 43683), (19, 43716), (20, 43776), (21, 43794), (23, 43878), (25,
43896), (31, 44037), (33, 44055), (34, 44082), (35, 44094), (36, 44106), (37, 44109), (38, 44115), (39,
44154), (41, 44214), (42, 44235), (43, 44241), (44, 44247), (47, 44364), (49, 44403), (50, 44412), (52,
44463), (53, 44523), (54, 44547), (56, 44673), (57, 44697), (58, 44733), (60, 44760), (61, 44784), (62,
44811), (63, 44835), (64, 44856), (69, 45048), (72, 45120), (73, 45180), (75, 45198), (77, 45210), (79,
45255), (80, 45261), (81, 45330),

Gene: Stormageddon_43 Start: 43021, Stop: 45465, Start Num: 2
Candidate Starts for Stormageddon_43:
(Start: 2 @43021 has 2 MA's), (3, 43027), (Start: 4 @43036 has 1 MA's), (5, 43078), (7, 43096), (9,
43138), (10, 43168), (11, 43231), (17, 43666), (19, 43699), (20, 43759), (21, 43777), (23, 43861), (25,
43879), (31, 44020), (33, 44038), (34, 44065), (35, 44077), (36, 44089), (37, 44092), (38, 44098), (39,
44137), (41, 44197), (42, 44218), (43, 44224), (44, 44230), (47, 44347), (49, 44386), (50, 44395), (52,
44446), (53, 44506), (54, 44530), (56, 44656), (57, 44680), (58, 44716), (60, 44743), (61, 44767), (62,
44794), (63, 44818), (64, 44839), (69, 45031), (72, 45103), (73, 45163), (75, 45181), (77, 45193), (79,
45238), (80, 45244), (81, 45313),


