
1 2 3 5 7 9 1213 20 212223 242628293031323334 36 39 4143 47 49 52 58 60 63 6465 69 70 757678 848586 89909192 959697 10
0
10

2
10

3
10

4
10

6
10

9
11

0
11

1
11

2
11

3
11

7
11

9
12

0

1 2 4 6 8 1011 14151617181920 2122 242526272831 35 373840 4243 444546 48 5051 535455 56 57 59 6162 666768 71727374 77 7980818283 8687 88 9394 9899 10
0

10
1

10
5
10

7
10

8
10

9
11

0
11

4
11

5
11

6
11

8
12

1
12

2

2: Success_61

1: Ibantik_79

Pham 108863



Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 108863 Report

This analysis was run 04/05/24 on database version 557.

Pham number 108863 has 2 members, 0 are drafts.

Phages represented in each track:
• Track 1 : Ibantik_79
• Track 2 : Success_61

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 1, it was called
in 2 of the 2 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
• Ibantik_79, Success_61,

Genes that have the "Most Annotated" start but do not call it:
•

Genes that do not have the "Most Annotated" start:
•

Summary by start number:

Start 1:
• Found in 2 of 2 ( 100.0% ) of genes in pham
• Manual Annotations of this start: 2 of 2
• Called 100.0% of time when present
• Phage (with cluster) where this start called: Ibantik_79 (singleton), Success_61
(singleton),

Summary by clusters:

There is one cluster represented in this pham: singleton

Gene Information:
Gene: Ibantik_79 Start: 37220, Stop: 41926, Start Num: 1



Candidate Starts for Ibantik_79:
(Start: 1 @37220 has 2 MA's), (2, 37334), (4, 37475), (6, 37784), (8, 37892), (10, 37991), (11, 38012),
(14, 38105), (15, 38150), (16, 38168), (17, 38183), (18, 38201), (19, 38222), (20, 38249), (21, 38300),
(22, 38315), (24, 38420), (25, 38426), (26, 38438), (27, 38468), (28, 38483), (31, 38504), (35, 38585),
(37, 38669), (38, 38672), (40, 38714), (42, 38816), (43, 38852), (44, 38948), (45, 38969), (46, 38984),
(48, 39053), (50, 39179), (51, 39197), (53, 39248), (54, 39284), (55, 39293), (56, 39416), (57, 39476),
(59, 39581), (61, 39635), (62, 39650), (66, 39914), (67, 39923), (68, 39956), (71, 40118), (72, 40130),
(73, 40139), (74, 40151), (77, 40415), (79, 40475), (80, 40514), (81, 40523), (82, 40568), (83, 40571),
(86, 40688), (87, 40694), (88, 40772), (93, 40895), (94, 40931), (98, 41066), (99, 41102), (100,
41165), (101, 41168), (105, 41396), (107, 41423), (108, 41438), (109, 41459), (110, 41537), (114,
41732), (115, 41753), (116, 41756), (118, 41813), (121, 41906), (122, 41921),

Gene: Success_61 Start: 33611, Stop: 38149, Start Num: 1
Candidate Starts for Success_61:
(Start: 1 @33611 has 2 MA's), (2, 33722), (3, 33767), (5, 34010), (7, 34229), (9, 34304), (12, 34409),
(13, 34436), (20, 34604), (21, 34655), (22, 34670), (23, 34676), (24, 34781), (26, 34799), (28, 34844),
(29, 34853), (30, 34859), (31, 34865), (32, 34871), (33, 34904), (34, 34922), (36, 34973), (39, 35042),
(41, 35117), (43, 35153), (47, 35282), (49, 35357), (52, 35459), (58, 35741), (60, 35867), (63, 35912),
(64, 36041), (65, 36074), (69, 36215), (70, 36284), (75, 36653), (76, 36659), (78, 36671), (84, 36896),
(85, 36908), (86, 36920), (89, 37013), (90, 37037), (91, 37049), (92, 37082), (95, 37217), (96, 37226),
(97, 37268), (100, 37385), (102, 37454), (103, 37475), (104, 37553), (106, 37619), (109, 37670), (110,
37748), (111, 37754), (112, 37787), (113, 37811), (117, 38009), (119, 38066), (120, 38102),


