
2 8 910 12 18 19 24 2526 27 33

2 4 11 18 24 26 27 30 34

1 2 4 5 6 7 910 13 1516 24 26 28 3031 33

1 2 3 1416 1718 20 22 24 26 27 29 30

1 2 8 1416 1718 20 22 24 26 27 29 30 32

1 2 3 1416 1718 20 22 23 24 26 27 29 30

1 2 8 1416 1718 20 22 23 24 26 27 29 30 32

1 2 8 1416 1718 20 21 22 23 24 26 27 29 30 32

8: Atuin_185

7: DunneganBoMo_183

6: SJReid_189

5: Racecar_186

4: Mimi_191

3: Bloom_189

2: Talia1610_188

1: Patbob_185

Pham 136164



Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 136164 Report

This analysis was run 04/05/24 on database version 557.

Pham number 136164 has 8 members, 7 are drafts.

Phages represented in each track:
• Track 1 : Patbob_185
• Track 2 : Talia1610_188
• Track 3 : Bloom_189
• Track 4 : Mimi_191
• Track 5 : Racecar_186
• Track 6 : SJReid_189
• Track 7 : DunneganBoMo_183
• Track 8 : Atuin_185

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 2, it was called
in 1 of the 1 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
• Atuin_185, DunneganBoMo_183, Mimi_191, Patbob_185, Racecar_186,

Genes that have the "Most Annotated" start but do not call it:
• Bloom_189, SJReid_189, Talia1610_188,

Genes that do not have the "Most Annotated" start:
•

Summary by start number:

Start 1:
• Found in 6 of 8 ( 75.0% ) of genes in pham
• No Manual Annotations of this start.
• Called 33.3% of time when present
• Phage (with cluster) where this start called: Bloom_189 (FC), Talia1610_188 (FC),

Start 2:
• Found in 8 of 8 ( 100.0% ) of genes in pham
• Manual Annotations of this start: 1 of 1



• Called 62.5% of time when present
• Phage (with cluster) where this start called: Atuin_185 (FC), DunneganBoMo_183
(FC), Mimi_191 (FC), Patbob_185 (FC), Racecar_186 (FC),

Start 4:
• Found in 2 of 8 ( 25.0% ) of genes in pham
• No Manual Annotations of this start.
• Called 50.0% of time when present
• Phage (with cluster) where this start called: SJReid_189 (FC),

Summary by clusters:

There is one cluster represented in this pham: FC

Info for manual annotations of cluster FC:
•Start number 2 was manually annotated 1 time for cluster FC.

Gene Information:
Gene: Atuin_185 Start: 123705, Stop: 124997, Start Num: 2
Candidate Starts for Atuin_185:
(Start: 2 @123705 has 1 MA's), (8, 123903), (9, 123948), (10, 123954), (12, 123981), (18, 124095),
(19, 124182), (24, 124404), (25, 124527), (26, 124539), (27, 124596), (33, 124953),

Gene: Bloom_189 Start: 123201, Stop: 124493, Start Num: 1
Candidate Starts for Bloom_189:
(1, 123201), (Start: 2 @123210 has 1 MA's), (3, 123261), (14, 123561), (16, 123570), (17, 123588),
(18, 123597), (20, 123732), (22, 123801), (23, 123837), (24, 123906), (26, 124035), (27, 124092), (29,
124137), (30, 124317),

Gene: DunneganBoMo_183 Start: 120386, Stop: 121678, Start Num: 2
Candidate Starts for DunneganBoMo_183:
(Start: 2 @120386 has 1 MA's), (4, 120443), (11, 120653), (18, 120776), (24, 121085), (26, 121220),
(27, 121277), (30, 121502), (34, 121646),

Gene: Mimi_191 Start: 122923, Stop: 124206, Start Num: 2
Candidate Starts for Mimi_191:
(1, 122914), (Start: 2 @122923 has 1 MA's), (8, 123121), (14, 123274), (16, 123283), (17, 123301),
(18, 123310), (20, 123445), (22, 123514), (24, 123619), (26, 123748), (27, 123805), (29, 123850), (30,
124030), (32, 124066),

Gene: Patbob_185 Start: 124035, Stop: 125318, Start Num: 2
Candidate Starts for Patbob_185:
(1, 124026), (Start: 2 @124035 has 1 MA's), (8, 124233), (14, 124386), (16, 124395), (17, 124413),
(18, 124422), (20, 124557), (21, 124581), (22, 124626), (23, 124662), (24, 124731), (26, 124860), (27,
124917), (29, 124962), (30, 125142), (32, 125178),

Gene: Racecar_186 Start: 123803, Stop: 125086, Start Num: 2
Candidate Starts for Racecar_186:
(1, 123794), (Start: 2 @123803 has 1 MA's), (3, 123854), (14, 124154), (16, 124163), (17, 124181),
(18, 124190), (20, 124325), (22, 124394), (24, 124499), (26, 124628), (27, 124685), (29, 124730), (30,



124910),

Gene: SJReid_189 Start: 113345, Stop: 114583, Start Num: 4
Candidate Starts for SJReid_189:
(1, 113279), (Start: 2 @113288 has 1 MA's), (4, 113345), (5, 113372), (6, 113459), (7, 113471), (9,
113534), (10, 113540), (13, 113570), (15, 113654), (16, 113657), (24, 113993), (26, 114122), (28,
114194), (30, 114404), (31, 114416), (33, 114536),

Gene: Talia1610_188 Start: 123211, Stop: 124503, Start Num: 1
Candidate Starts for Talia1610_188:
(1, 123211), (Start: 2 @123220 has 1 MA's), (8, 123418), (14, 123571), (16, 123580), (17, 123598),
(18, 123607), (20, 123742), (22, 123811), (23, 123847), (24, 123916), (26, 124045), (27, 124102), (29,
124147), (30, 124327), (32, 124363),


