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Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 146097 Report

This analysis was run 03/30/24 on database version 556.
Pham number 146097 has 13 members, 5 are drafts.

Phages represented in each track:
* Track 1 : Ranunculus_21

* Track 2 : Tank_21

» Track 3 : Wilde_21

» Track 4 : Rizwana_20

» Track 5 : Pureglobe5 29, Odyssey395 29, MellowYellow_22, Pointis_27,
Beagle_28

* Track 6 : BruhMoment_22

* Track 7 : SilentRX_22

» Track 8 : AWGoat_20

* Track 9 : RomansRevenge_17

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 3, it was called
in 5 of the 8 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
* AWGoat_20, Beagle 28, BruhMoment_22, MellowYellow_22, Odyssey395 29,
Pointis_27, Pureglobe5 29, Ranunculus_21, RomansRevenge_17, SilentRX_ 22,

Genes that have the "Most Annotated" start but do not call it:

Genes that do not have the "Most Annotated" start:
* Rizwana_20, Tank_21, Wilde_21,

Summary by start number:

Start 2:

* Found in 3 of 13 (23.1% ) of genes in pham

» Manual Annotations of this start: 3 of 8

* Called 100.0% of time when present

» Phage (with cluster) where this start called: Rizwana_20 (AP1), Tank_21 (AP1),
Wilde_21 (AP1),



Start 3:

* Found in 10 of 13 ( 76.9% ) of genes in pham

» Manual Annotations of this start: 5 of 8

* Called 100.0% of time when present

* Phage (with cluster) where this start called: AWGoat_20 (AP4), Beagle 28 (AP2),
BruhMoment_22 (AP3), MellowYellow_22 (AP2), Odyssey395_ 29 (AP2), Pointis_27
(AP2), Pureglobe5_ 29 (AP2), Ranunculus_21 (AP), RomansRevenge_17 (singleton),
SilentRX_22 (AP4),

Summary by clusters:

There are 6 clusters represented in this pham: singleton, AP2, AP3, AP1, AP4, AP,

Info for manual annotations of cluster AP1.:
«Start number 2 was manually annotated 3 times for cluster AP1.

Info for manual annotations of cluster AP2:
«Start number 3 was manually annotated 3 times for cluster AP2.

Info for manual annotations of cluster AP3:
«Start number 3 was manually annotated 1 time for cluster AP3.

Info for manual annotations of cluster AP4:
«Start number 3 was manually annotated 1 time for cluster AP4.

Gene Information:

Gene: AWGoat_20 Start: 15505, Stop: 16254, Start Num: 3
Candidate Starts for AWGoat_20:
(Start: 3 @15505 has 5 MA's), (26, 15892), (37, 16192), (38, 16210),

Gene: Beagle 28 Start: 16029, Stop: 16787, Start Num: 3

Candidate Starts for Beagle 28:

(Start: 3 @16029 has 5 MA's), (10, 16173), (16, 16269), (21, 16335), (24, 16377), (25, 16407), (35,
16674),

Gene: BruhMoment_22 Start: 15455, Stop: 16222, Start Num: 3

Candidate Starts for BruhMoment_22:

(Start: 3 @15455 has 5 MA's), (5, 15491), (6, 15521), (7, 15551), (8, 15587), (12, 15692), (21, 15779),
(23, 15803), (24, 15821), (26, 15860), (31, 16046), (40, 16205),

Gene: MellowYellow_22 Start: 14764, Stop: 15522, Start Num: 3

Candidate Starts for MellowYellow_22:

(Start: 3 @14764 has 5 MA's), (10, 14908), (16, 15004), (21, 15070), (24, 15112), (25, 15142), (35,
15409),

Gene: Odyssey395 29 Start: 16224, Stop: 16982, Start Num: 3
Candidate Starts for Odyssey395_29:



(Start: 3 @16224 has 5 MA's), (10, 16368), (16, 16464), (21, 16530), (24, 16572), (25, 16602), (35,
16869),

Gene: Pointis_27 Start: 16228, Stop: 16986, Start Num: 3

Candidate Starts for Pointis_27:

(Start: 3 @16228 has 5 MA's), (10, 16372), (16, 16468), (21, 16534), (24, 16576), (25, 16606), (35,
16873),

Gene: Pureglobe5 29 Start: 16238, Stop: 16996, Start Num: 3

Candidate Starts for Pureglobe5 29:

(Start: 3 @16238 has 5 MA's), (10, 16382), (16, 16478), (21, 16544), (24, 16586), (25, 16616), (35,
16883),

Gene: Ranunculus_21 Start: 15118, Stop: 15879, Start Num: 3
Candidate Starts for Ranunculus_21:
(Start: 3 @15118 has 5 MA's), (17, 15373), (21, 15424), (22, 15436), (24, 15466), (37, 15817),

Gene: Rizwana_20 Start: 15024, Stop: 15803, Start Num: 2

Candidate Starts for Rizwana_20:

(Start: 2 @15024 has 3 MA's), (11, 15204), (14, 15276), (15, 15288), (16, 15291), (19, 15324), (20,
15351), (21, 15357), (22, 15369), (27, 15516), (30, 15624), (33, 15669), (34, 15675), (39, 15765),

Gene: RomansRevenge 17 Start: 13323, Stop: 14087, Start Num: 3

Candidate Starts for RomansRevenge 17:

(Start: 3 @13323 has 5 MA's), (11, 13491), (13, 13551), (18, 13590), (28, 13821), (29, 13866), (32,
13935), (36, 13998),

Gene: SilentRX_22 Start: 15268, Stop: 16020, Start Num: 3
Candidate Starts for SilentRX_22:
(Start: 3 @15268 has 5 MA's), (9, 15394), (24, 15622), (37, 15958),

Gene: Tank_21 Start: 14915, Stop: 15694, Start Num: 2

Candidate Starts for Tank_21:

(1, 14855), (Start: 2 @14915 has 3 MA's), (4, 14942), (21, 15245), (24, 15287), (27, 15404), (31,
15515), (34, 15563), (36, 15605),

Gene: Wilde_21 Start: 14844, Stop: 15623, Start Num: 2

Candidate Starts for Wilde_21:

(Start: 2 @14844 has 3 MA's), (4, 14871), (21, 15174), (24, 15216), (27, 15333), (31, 15444), (34,
15492), (36, 15534),



