
123 5 6 7 8 9 11 15 21 2930 3233 38 40 42 45 46 4950 545556 5758 61 6566 67 71 72 74 75 78 83

16 1819 22 27 35 37 39 41 44 46 56 58 6364 6768 69 7273 77 81 8486 88

4 10 121314 17 20 23 24 252628 31 32 3436 40 43 4748 515253 5960 62 70 76 79 80 82 8485 87

3: Doggs_29

2: Coriander_31

1: LonelyBoi_30

Pham 15708



Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 15708 Report

This analysis was run 04/05/24 on database version 557.

Pham number 15708 has 3 members, 1 are drafts.

Phages represented in each track:
• Track 1 : LonelyBoi_30
• Track 2 : Coriander_31
• Track 3 : Doggs_29

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 4, it was called
in 1 of the 2 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
• LonelyBoi_30,

Genes that have the "Most Annotated" start but do not call it:
•

Genes that do not have the "Most Annotated" start:
• Coriander_31, Doggs_29,

Summary by start number:

Start 4:
• Found in 1 of 3 ( 33.3% ) of genes in pham
• Manual Annotations of this start: 1 of 2
• Called 100.0% of time when present
• Phage (with cluster) where this start called: LonelyBoi_30 (CY),

Start 5:
• Found in 1 of 3 ( 33.3% ) of genes in pham
• Manual Annotations of this start: 1 of 2
• Called 100.0% of time when present
• Phage (with cluster) where this start called: Doggs_29 (DB),

Start 16:
• Found in 1 of 3 ( 33.3% ) of genes in pham



• No Manual Annotations of this start.
• Called 100.0% of time when present
• Phage (with cluster) where this start called: Coriander_31 (DB),

Summary by clusters:

There are 2 clusters represented in this pham: CY, DB,

Info for manual annotations of cluster CY:
•Start number 4 was manually annotated 1 time for cluster CY.

Info for manual annotations of cluster DB:
•Start number 5 was manually annotated 1 time for cluster DB.

Gene Information:
Gene: Coriander_31 Start: 25975, Stop: 27795, Start Num: 16
Candidate Starts for Coriander_31:
(16, 25975), (18, 26095), (19, 26104), (22, 26215), (27, 26338), (35, 26536), (37, 26608), (39, 26764),
(41, 26818), (44, 26869), (46, 26974), (56, 27103), (58, 27142), (63, 27181), (64, 27193), (67, 27343),
(68, 27346), (69, 27388), (72, 27484), (73, 27490), (77, 27610), (81, 27697), (84, 27745), (86, 27766),
(88, 27790),

Gene: Doggs_29 Start: 24474, Stop: 26675, Start Num: 5
Candidate Starts for Doggs_29:
(1, 24381), (2, 24393), (3, 24405), (Start: 5 @24474 has 1 MA's), (6, 24534), (7, 24552), (8, 24687), (9,
24762), (11, 24777), (15, 24852), (21, 25107), (29, 25266), (30, 25272), (32, 25359), (33, 25365), (38,
25530), (40, 25671), (42, 25716), (45, 25791), (46, 25842), (49, 25896), (50, 25905), (54, 25962), (55,
25965), (56, 25968), (57, 26007), (58, 26013), (61, 26046), (65, 26151), (66, 26172), (67, 26235), (71,
26349), (72, 26373), (74, 26406), (75, 26442), (78, 26514), (83, 26619),

Gene: LonelyBoi_30 Start: 25337, Stop: 27394, Start Num: 4
Candidate Starts for LonelyBoi_30:
(Start: 4 @25337 has 1 MA's), (10, 25598), (12, 25625), (13, 25646), (14, 25652), (17, 25769), (20,
25841), (23, 25928), (24, 25961), (25, 25985), (26, 25988), (28, 26003), (31, 26072), (32, 26105), (34,
26171), (36, 26177), (40, 26417), (43, 26477), (47, 26570), (48, 26576), (51, 26627), (52, 26636), (53,
26651), (59, 26732), (60, 26747), (62, 26765), (70, 27002), (76, 27209), (79, 27251), (80, 27281), (82,
27305), (84, 27350), (85, 27356), (87, 27380),


