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9: Budski_34

8: MagicMan_29

7: DirtyBoi_31

6: BackstagePass_29

5: Eyes_29

4: RavenCo17_28

3: Matteo_25

2: Fenry_29

1: Teech_12

Pham 158396



Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 158396 Report

This analysis was run 04/13/24 on database version 558.

Pham number 158396 has 9 members, 2 are drafts.

Phages represented in each track:
• Track 1 : Teech_12
• Track 2 : Fenry_29
• Track 3 : Matteo_25
• Track 4 : RavenCo17_28
• Track 5 : Eyes_29
• Track 6 : BackstagePass_29
• Track 7 : DirtyBoi_31
• Track 8 : MagicMan_29
• Track 9 : Budski_34

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 14, it was
called in 2 of the 7 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
• DirtyBoi_31, Eyes_29,

Genes that have the "Most Annotated" start but do not call it:
•

Genes that do not have the "Most Annotated" start:
• BackstagePass_29, Budski_34, Fenry_29, MagicMan_29, Matteo_25,
RavenCo17_28, Teech_12,

Summary by start number:

Start 3:
• Found in 1 of 9 ( 11.1% ) of genes in pham
• Manual Annotations of this start: 1 of 7
• Called 100.0% of time when present
• Phage (with cluster) where this start called: Budski_34 (DN),

Start 5:



• Found in 1 of 9 ( 11.1% ) of genes in pham
• No Manual Annotations of this start.
• Called 100.0% of time when present
• Phage (with cluster) where this start called: Teech_12 (CS4),

Start 7:
• Found in 1 of 9 ( 11.1% ) of genes in pham
• Manual Annotations of this start: 1 of 7
• Called 100.0% of time when present
• Phage (with cluster) where this start called: Fenry_29 (CV),

Start 11:
• Found in 2 of 9 ( 22.2% ) of genes in pham
• Manual Annotations of this start: 1 of 7
• Called 50.0% of time when present
• Phage (with cluster) where this start called: Matteo_25 (CZ2),

Start 14:
• Found in 2 of 9 ( 22.2% ) of genes in pham
• Manual Annotations of this start: 2 of 7
• Called 100.0% of time when present
• Phage (with cluster) where this start called: DirtyBoi_31 (DB), Eyes_29 (DB),

Start 24:
• Found in 1 of 9 ( 11.1% ) of genes in pham
• Manual Annotations of this start: 1 of 7
• Called 100.0% of time when present
• Phage (with cluster) where this start called: RavenCo17_28 (CZ8),

Start 32:
• Found in 2 of 9 ( 22.2% ) of genes in pham
• Manual Annotations of this start: 1 of 7
• Called 100.0% of time when present
• Phage (with cluster) where this start called: BackstagePass_29 (DB), MagicMan_29
(DB),

Summary by clusters:

There are 6 clusters represented in this pham: DN, CZ8, CZ2, DB, CS4, CV,

Info for manual annotations of cluster CV:
•Start number 7 was manually annotated 1 time for cluster CV.

Info for manual annotations of cluster CZ2:
•Start number 11 was manually annotated 1 time for cluster CZ2.

Info for manual annotations of cluster CZ8:
•Start number 24 was manually annotated 1 time for cluster CZ8.

Info for manual annotations of cluster DB:
•Start number 14 was manually annotated 2 times for cluster DB.
•Start number 32 was manually annotated 1 time for cluster DB.



Info for manual annotations of cluster DN:
•Start number 3 was manually annotated 1 time for cluster DN.

Gene Information:
Gene: BackstagePass_29 Start: 24433, Stop: 26337, Start Num: 32
Candidate Starts for BackstagePass_29:
(Start: 32 @24433 has 1 MA's), (40, 24490), (41, 24493), (48, 24547), (53, 24592), (55, 24610), (73,
24859), (83, 25051), (87, 25111), (92, 25261), (98, 25468), (99, 25474), (101, 25516), (102, 25645),
(104, 25720), (105, 25783), (107, 25828), (108, 25855), (109, 25888), (110, 25924), (112, 26008),
(117, 26116), (119, 26143), (124, 26206), (125, 26218), (130, 26317),

Gene: Budski_34 Start: 26419, Stop: 28506, Start Num: 3
Candidate Starts for Budski_34:
(1, 26386), (2, 26416), (Start: 3 @26419 has 1 MA's), (4, 26431), (6, 26440), (9, 26491), (12, 26530),
(15, 26548), (17, 26551), (22, 26605), (23, 26608), (33, 26680), (34, 26683), (37, 26707), (39, 26716),
(43, 26755), (45, 26758), (47, 26767), (48, 26773), (49, 26776), (64, 26917), (70, 26992), (79, 27181),
(81, 27241), (85, 27313), (86, 27340), (89, 27391), (96, 27631), (97, 27646), (102, 27862), (103,
27922), (109, 28099), (111, 28168), (113, 28225), (115, 28234), (121, 28366), (122, 28384), (125,
28426),

Gene: DirtyBoi_31 Start: 25286, Stop: 27229, Start Num: 14
Candidate Starts for DirtyBoi_31:
(Start: 14 @25286 has 2 MA's), (18, 25295), (25, 25346), (34, 25400), (36, 25418), (49, 25499), (62,
25628), (70, 25715), (79, 25904), (81, 25964), (85, 26036), (86, 26063), (89, 26114), (94, 26258), (97,
26369), (102, 26585), (103, 26645), (109, 26822), (111, 26891), (113, 26948), (114, 26954), (115,
26957), (121, 27089), (122, 27107), (125, 27149),

Gene: Eyes_29 Start: 24305, Stop: 26248, Start Num: 14
Candidate Starts for Eyes_29:
(Start: 14 @24305 has 2 MA's), (42, 24482), (44, 24497), (49, 24518), (62, 24647), (68, 24698), (70,
24734), (79, 24923), (81, 24983), (85, 25055), (86, 25082), (89, 25133), (95, 25331), (96, 25373), (97,
25388), (102, 25604), (103, 25664), (109, 25841), (111, 25910), (113, 25967), (114, 25973), (115,
25976), (120, 26099), (121, 26108), (122, 26126), (125, 26168),

Gene: Fenry_29 Start: 24950, Stop: 27100, Start Num: 7
Candidate Starts for Fenry_29:
(Start: 7 @24950 has 1 MA's), (8, 24968), (16, 25037), (19, 25049), (20, 25058), (21, 25061), (30,
25142), (60, 25382), (73, 25625), (74, 25631), (75, 25649), (76, 25652), (77, 25691), (84, 25826), (87,
25874), (90, 25955), (91, 25961), (92, 26024), (99, 26237), (100, 26273), (101, 26279), (104, 26483),
(105, 26546), (106, 26585), (108, 26618), (109, 26651), (116, 26795), (117, 26879), (119, 26906),
(123, 26960), (124, 26969), (128, 27044),

Gene: MagicMan_29 Start: 24626, Stop: 26527, Start Num: 32
Candidate Starts for MagicMan_29:
(Start: 32 @24626 has 1 MA's), (55, 24803), (71, 24968), (73, 25052), (74, 25058), (75, 25076), (76,
25079), (78, 25127), (80, 25190), (87, 25301), (88, 25316), (90, 25382), (91, 25388), (92, 25451), (98,
25658), (99, 25664), (100, 25700), (101, 25706), (104, 25910), (105, 25973), (108, 26045), (109,
26078), (117, 26306), (119, 26333), (124, 26396), (125, 26408), (127, 26462), (130, 26507),



Gene: Matteo_25 Start: 20961, Stop: 22925, Start Num: 11
Candidate Starts for Matteo_25:
(Start: 11 @20961 has 1 MA's), (26, 21051), (50, 21222), (54, 21252), (56, 21270), (58, 21279), (70,
21411), (79, 21600), (81, 21660), (85, 21732), (86, 21759), (89, 21810), (96, 22050), (97, 22065),
(102, 22281), (103, 22341), (109, 22518), (111, 22587), (113, 22644), (115, 22653), (121, 22785),
(122, 22803), (125, 22845),

Gene: RavenCo17_28 Start: 25331, Stop: 27253, Start Num: 24
Candidate Starts for RavenCo17_28:
(13, 25256), (Start: 24 @25331 has 1 MA's), (35, 25391), (38, 25415), (52, 25514), (57, 25556), (59,
25559), (63, 25607), (65, 25616), (66, 25622), (67, 25640), (73, 25778), (74, 25784), (75, 25802), (76,
25805), (82, 25928), (87, 26027), (90, 26108), (91, 26114), (92, 26177), (98, 26384), (99, 26390),
(100, 26426), (101, 26432), (104, 26636), (105, 26699), (106, 26738), (108, 26771), (109, 26804),
(112, 26924), (116, 26948), (117, 27032), (124, 27122), (125, 27134), (127, 27188), (130, 27233),
(131, 27242),

Gene: Teech_12 Start: 12596, Stop: 14713, Start Num: 5
Candidate Starts for Teech_12:
(5, 12596), (10, 12677), (Start: 11 @12680 has 1 MA's), (27, 12776), (28, 12785), (29, 12791), (31,
12806), (46, 12908), (51, 12944), (61, 13034), (62, 13052), (69, 13112), (72, 13214), (73, 13235), (75,
13259), (80, 13376), (83, 13427), (87, 13487), (91, 13574), (92, 13637), (93, 13661), (98, 13844), (99,
13850), (100, 13886), (101, 13892), (104, 14096), (105, 14159), (108, 14231), (109, 14264), (112,
14384), (116, 14408), (117, 14492), (118, 14513), (119, 14519), (125, 14594), (126, 14636), (129,
14660), (130, 14693),


