
6 7 8 10 18 20 2324 27 29323335 38 40 4445 46484950 52 5455 5859606164 6970 72 7576 7778 8384858789 9293 95 979899 10
2

10
8

10
9

11
2

11
8

12
0

12
5

3 5 6 7 8 10 121314 18 20 24 26 27 293132 3638 40 4445 484950 54 565860 64 6870 72 76 7779 8384 8789 91 92 95 979899 10
2

10
5

11
4
11

5
11

8
12

2
12

3
12

5

12 4 6 9 10 1516 181922 25 282930 35 373839404142434445 474950 515253 626365666771 72 737475 86 88 92 9495 96 10
0
10

1
10

3
10

5
10

7
10

8
11

3
11

6
11

7
11

9
12

1
12

4
12

5
12

6
12

7

6 7 8 10 111213141718 2021 2324 26 29313234 38 40 4445 484950 52 5455 575859606164 6970 72 7576 77 80818283 878990 91 92 95 979899 10
2

10
4
10

6
10

7
11

0
11

1
11

2
12

3
12

5

4: Jflix2_20

3: REQ1_78

2: Shagrat_21

1: Madraxi_26

Zoomed Pham 17047



Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 17047 Report

This analysis was run 04/05/24 on database version 557.

Pham number 17047 has 4 members, 2 are drafts.

Phages represented in each track:
• Track 1 : Madraxi_26
• Track 2 : Shagrat_21
• Track 3 : REQ1_78
• Track 4 : Jflix2_20

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 6, it was called
in 2 of the 2 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
• Jflix2_20, Madraxi_26, REQ1_78, Shagrat_21,

Genes that have the "Most Annotated" start but do not call it:
•

Genes that do not have the "Most Annotated" start:
•

Summary by start number:

Start 6:
• Found in 4 of 4 ( 100.0% ) of genes in pham
• Manual Annotations of this start: 2 of 2
• Called 100.0% of time when present
• Phage (with cluster) where this start called: Jflix2_20 (CF), Madraxi_26 (CF),
REQ1_78 (CF), Shagrat_21 (CF),

Summary by clusters:

There is one cluster represented in this pham: CF

Info for manual annotations of cluster CF:
•Start number 6 was manually annotated 2 times for cluster CF.



Gene Information:
Gene: Jflix2_20 Start: 14680, Stop: 19173, Start Num: 6
Candidate Starts for Jflix2_20:
(Start: 6 @14680 has 2 MA's), (7, 14761), (8, 14779), (10, 14884), (18, 15043), (20, 15079), (23,
15157), (24, 15169), (27, 15256), (29, 15289), (32, 15319), (33, 15322), (35, 15343), (38, 15433), (40,
15472), (44, 15526), (45, 15538), (46, 15577), (48, 15601), (49, 15604), (50, 15634), (52, 15715), (54,
15787), (55, 15796), (58, 15844), (59, 15853), (60, 15865), (61, 15883), (64, 15898), (69, 15961), (70,
15967), (72, 16027), (75, 16084), (76, 16090), (77, 16132), (78, 16135), (83, 16234), (84, 16240), (85,
16246), (87, 16273), (89, 16294), (92, 16378), (93, 16381), (95, 16426), (97, 16498), (98, 16507), (99,
16519), (102, 16558), (108, 16693), (109, 16705), (112, 16789), (118, 17014), (120, 17110), (125,
17365), (131, 17635), (133, 17647), (134, 17689), (135, 17701), (136, 17737), (138, 17776), (143,
17920), (144, 17935), (145, 17965), (146, 17992), (148, 18022), (149, 18055), (151, 18220), (156,
18427), (157, 18472), (158, 18529), (160, 18559), (161, 18598), (164, 18748), (166, 18829), (168,
18874), (169, 18892), (170, 18928), (173, 19027), (174, 19045), (175, 19063), (176, 19069), (181,
19141), (182, 19144),

Gene: Madraxi_26 Start: 17119, Stop: 21537, Start Num: 6
Candidate Starts for Madraxi_26:
(Start: 6 @17119 has 2 MA's), (7, 17200), (8, 17218), (10, 17323), (11, 17377), (12, 17404), (13,
17410), (14, 17437), (17, 17458), (18, 17482), (20, 17518), (21, 17527), (23, 17596), (24, 17608), (26,
17662), (29, 17728), (31, 17752), (32, 17758), (34, 17773), (38, 17872), (40, 17911), (44, 17965), (45,
17977), (48, 18040), (49, 18043), (50, 18073), (52, 18154), (54, 18226), (55, 18235), (57, 18268), (58,
18283), (59, 18292), (60, 18304), (61, 18322), (64, 18337), (69, 18400), (70, 18406), (72, 18466), (75,
18523), (76, 18529), (77, 18571), (80, 18643), (81, 18649), (82, 18661), (83, 18673), (87, 18712), (89,
18733), (90, 18736), (91, 18769), (92, 18817), (95, 18865), (97, 18937), (98, 18946), (99, 18958),
(102, 18997), (104, 19045), (106, 19063), (107, 19129), (110, 19162), (111, 19174), (112, 19228),
(123, 19717), (125, 19804), (129, 20038), (130, 20065), (135, 20134), (141, 20263), (142, 20266),
(146, 20374), (147, 20398), (152, 20644), (153, 20671), (154, 20695), (156, 20791), (162, 21034),
(164, 21112), (166, 21193), (168, 21238), (169, 21256), (170, 21292), (172, 21352), (173, 21391),
(174, 21409), (175, 21427), (176, 21433), (181, 21505), (182, 21508),

Gene: REQ1_78 Start: 38584, Stop: 42927, Start Num: 6
Candidate Starts for REQ1_78:
(3, 38533), (5, 38560), (Start: 6 @38584 has 2 MA's), (7, 38665), (8, 38683), (10, 38788), (12, 38869),
(13, 38875), (14, 38902), (18, 38947), (20, 38983), (24, 39073), (26, 39127), (27, 39160), (29, 39193),
(31, 39217), (32, 39223), (36, 39316), (38, 39337), (40, 39376), (44, 39430), (45, 39442), (48, 39505),
(49, 39508), (50, 39538), (54, 39691), (56, 39724), (58, 39748), (60, 39769), (64, 39802), (68, 39862),
(70, 39871), (72, 39931), (76, 39994), (77, 40036), (79, 40048), (83, 40138), (84, 40144), (87, 40177),
(89, 40198), (91, 40234), (92, 40282), (95, 40330), (97, 40402), (98, 40411), (99, 40423), (102,
40462), (105, 40519), (114, 40852), (115, 40876), (118, 40918), (122, 41125), (123, 41182), (125,
41269), (131, 41539), (135, 41599), (140, 41689), (141, 41728), (142, 41731), (146, 41839), (147,
41863), (152, 42109), (156, 42259), (158, 42361), (162, 42502), (164, 42580), (165, 42583), (171,
42706), (173, 42781), (174, 42799), (175, 42817), (181, 42895), (182, 42898),

Gene: Shagrat_21 Start: 14283, Stop: 18716, Start Num: 6
Candidate Starts for Shagrat_21:
(1, 14097), (2, 14106), (4, 14247), (Start: 6 @14283 has 2 MA's), (9, 14391), (10, 14487), (15, 14601),
(16, 14607), (18, 14643), (19, 14673), (22, 14697), (25, 14790), (28, 14859), (29, 14889), (30, 14901),
(35, 14943), (37, 15018), (38, 15033), (39, 15054), (40, 15072), (41, 15084), (42, 15096), (43, 15117),



(44, 15126), (45, 15138), (47, 15198), (49, 15204), (50, 15234), (51, 15312), (52, 15315), (53, 15321),
(62, 15489), (63, 15498), (65, 15522), (66, 15540), (67, 15546), (71, 15567), (72, 15615), (73, 15648),
(74, 15666), (75, 15675), (86, 15831), (88, 15864), (92, 15942), (94, 15984), (95, 15987), (96, 16035),
(100, 16080), (101, 16113), (103, 16146), (105, 16158), (107, 16230), (108, 16233), (113, 16443),
(116, 16527), (117, 16533), (119, 16599), (121, 16653), (124, 16887), (125, 16896), (126, 16962),
(127, 17055), (128, 17097), (130, 17163), (132, 17187), (136, 17289), (137, 17322), (139, 17367),
(144, 17493), (145, 17523), (146, 17550), (150, 17661), (155, 18099), (156, 18108), (158, 18210),
(159, 18237), (162, 18351), (163, 18372), (164, 18429), (167, 18531), (173, 18573), (177, 18630),
(178, 18642), (179, 18651), (180, 18675), (181, 18681),


