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Pham 193053



Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 193053 Report

This analysis was run 11/02/24 on database version 579.

Pham number 193053 has 11 members, 2 are drafts.

Phages represented in each track:
• Track 1 : Teatealatte_62, Tredge_61
• Track 2 : Kvothe_60, Benczkowski14_61, Katyusha_61, Niagara_61
• Track 3 : Philon9_60
• Track 4 : Demosthenes_59
• Track 5 : ASerpRocky_59
• Track 6 : Hollow_62
• Track 7 : Teech_60

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 3, it was called
in 9 of the 9 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
• ASerpRocky_59, Benczkowski14_61, Demosthenes_59, Hollow_62, Katyusha_61,
Kvothe_60, Niagara_61, Philon9_60, Teatealatte_62, Teech_60, Tredge_61,

Genes that have the "Most Annotated" start but do not call it:
•

Genes that do not have the "Most Annotated" start:
•

Summary by start number:

Start 3:
• Found in 11 of 11 ( 100.0% ) of genes in pham
• Manual Annotations of this start: 9 of 9
• Called 100.0% of time when present
• Phage (with cluster) where this start called: ASerpRocky_59 (CS4),
Benczkowski14_61 (CS4), Demosthenes_59 (CS4), Hollow_62 (CS4), Katyusha_61
(CS4), Kvothe_60 (CS4), Niagara_61 (CS4), Philon9_60 (CS4), Teatealatte_62
(CS4), Teech_60 (CS4), Tredge_61 (CS4),



Summary by clusters:

There is one cluster represented in this pham: CS4

Info for manual annotations of cluster CS4:
•Start number 3 was manually annotated 9 times for cluster CS4.

Gene Information:
Gene: ASerpRocky_59 Start: 55252, Stop: 54950, Start Num: 3
Candidate Starts for ASerpRocky_59:
(2, 55372), (Start: 3 @55252 has 9 MA's), (5, 55201), (7, 55150), (8, 55141), (9, 55138), (10, 55123),
(13, 55075), (14, 55069), (15, 55057), (16, 55045), (18, 55033),

Gene: Benczkowski14_61 Start: 55776, Stop: 55468, Start Num: 3
Candidate Starts for Benczkowski14_61:
(2, 55896), (Start: 3 @55776 has 9 MA's), (5, 55719), (7, 55668), (8, 55659), (9, 55656), (13, 55593),
(14, 55587), (16, 55563), (18, 55551), (19, 55515), (20, 55506), (21, 55503),

Gene: Demosthenes_59 Start: 55228, Stop: 54920, Start Num: 3
Candidate Starts for Demosthenes_59:
(2, 55348), (Start: 3 @55228 has 9 MA's), (5, 55171), (7, 55120), (8, 55111), (9, 55108), (10, 55093),
(13, 55045), (14, 55039), (15, 55027), (16, 55015), (18, 55003),

Gene: Hollow_62 Start: 55957, Stop: 55649, Start Num: 3
Candidate Starts for Hollow_62:
(2, 56077), (Start: 3 @55957 has 9 MA's), (5, 55900), (7, 55849), (8, 55840), (9, 55837), (13, 55774),
(16, 55744), (18, 55732), (19, 55696), (21, 55684),

Gene: Katyusha_61 Start: 55776, Stop: 55468, Start Num: 3
Candidate Starts for Katyusha_61:
(2, 55896), (Start: 3 @55776 has 9 MA's), (5, 55719), (7, 55668), (8, 55659), (9, 55656), (13, 55593),
(14, 55587), (16, 55563), (18, 55551), (19, 55515), (20, 55506), (21, 55503),

Gene: Kvothe_60 Start: 55678, Stop: 55370, Start Num: 3
Candidate Starts for Kvothe_60:
(2, 55798), (Start: 3 @55678 has 9 MA's), (5, 55621), (7, 55570), (8, 55561), (9, 55558), (13, 55495),
(14, 55489), (16, 55465), (18, 55453), (19, 55417), (20, 55408), (21, 55405),

Gene: Niagara_61 Start: 55769, Stop: 55461, Start Num: 3
Candidate Starts for Niagara_61:
(2, 55889), (Start: 3 @55769 has 9 MA's), (5, 55712), (7, 55661), (8, 55652), (9, 55649), (13, 55586),
(14, 55580), (16, 55556), (18, 55544), (19, 55508), (20, 55499), (21, 55496),

Gene: Philon9_60 Start: 56889, Stop: 56572, Start Num: 3
Candidate Starts for Philon9_60:
(1, 57132), (2, 57009), (Start: 3 @56889 has 9 MA's), (4, 56874), (5, 56844), (6, 56817), (7, 56787),
(12, 56745), (17, 56676), (18, 56670), (22, 56607),

Gene: Teatealatte_62 Start: 55666, Stop: 55358, Start Num: 3
Candidate Starts for Teatealatte_62:



(Start: 3 @55666 has 9 MA's), (5, 55609), (8, 55549), (9, 55546), (11, 55528), (13, 55483), (14,
55477), (15, 55465), (16, 55453), (18, 55441), (19, 55405), (20, 55396), (21, 55393),

Gene: Teech_60 Start: 55482, Stop: 55174, Start Num: 3
Candidate Starts for Teech_60:
(2, 55602), (Start: 3 @55482 has 9 MA's), (5, 55425), (8, 55365), (9, 55362), (13, 55299), (14, 55293),
(16, 55269), (18, 55257), (19, 55221), (20, 55212), (21, 55209),

Gene: Tredge_61 Start: 55666, Stop: 55358, Start Num: 3
Candidate Starts for Tredge_61:
(Start: 3 @55666 has 9 MA's), (5, 55609), (8, 55549), (9, 55546), (11, 55528), (13, 55483), (14,
55477), (15, 55465), (16, 55453), (18, 55441), (19, 55405), (20, 55396), (21, 55393),


