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Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 198672 Report

This analysis was run 01/18/25 on database version 583.
Pham number 198672 has 8 members, 1 are drafts.

Phages represented in each track:

* Track 1 : Jasmine_44

» Track 2 : GurgleFerb_42, Brad_42, Adat_42, Nellie_42
» Track 3 : Casserole 41

» Track 4 : Phroglets_37

» Track 5 : Shocker_49

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 3, it was called
in 6 of the 7 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
* Adat_42, Brad_42, Casserole_41, GurgleFerb_42, Jasmine_44, Nellie_42,

Genes that have the "Most Annotated" start but do not call it:

Genes that do not have the "Most Annotated" start:
* Phroglets_37, Shocker_49,

Summary by start number:

Start 2:

* Found in 1 of 8 ( 12.5% ) of genes in pham

» Manual Annotations of this start: 1 of 7

* Called 100.0% of time when present

» Phage (with cluster) where this start called: Shocker_49 (singleton),

Start 3:

* Found in 6 of 8 ( 75.0% ) of genes in pham

» Manual Annotations of this start: 6 of 7

* Called 100.0% of time when present

» Phage (with cluster) where this start called: Adat_42 (AV), Brad_42 (AV),
Casserole_41 (AV), GurgleFerb_42 (AV), Jasmine_44 (AV), Nellie_42 (AV),



Start 5:

* Found in 1 of 8 (12.5% ) of genes in pham

* No Manual Annotations of this start.

* Called 100.0% of time when present

» Phage (with cluster) where this start called: Phroglets_37 (singleton),

Summary by clusters:
There are 2 clusters represented in this pham: singleton, AV,

Info for manual annotations of cluster AV:
«Start number 3 was manually annotated 6 times for cluster AV.

Gene Information:

Gene: Adat_42 Start: 36942, Stop: 36106, Start Num: 3

Candidate Starts for Adat_42:

(Start: 3 @36942 has 6 MA's), (4, 36921), (7, 36762), (9, 36723), (10, 36717), (12, 36705), (14, 36654),
(15, 36633), (17, 36606), (20, 36528), (30, 36354), (34, 36318), (42, 36171),

Gene: Brad_42 Start: 36940, Stop: 36104, Start Num: 3

Candidate Starts for Brad_42:

(Start: 3 @36940 has 6 MA's), (4, 36919), (7, 36760), (9, 36721), (10, 36715), (12, 36703), (14, 36652),
(15, 36631), (17, 36604), (20, 36526), (30, 36352), (34, 36316), (42, 36169),

Gene: Casserole_41 Start: 37883, Stop: 37047, Start Num: 3

Candidate Starts for Casserole_41.:

(Start: 3 @37883 has 6 MA's), (4, 37862), (7, 37703), (9, 37664), (10, 37658), (12, 37646), (14, 37595),
(17, 37547), (20, 37469), (22, 37406), (30, 37295), (34, 37259), (35, 37253), (42, 37112),

Gene: GurgleFerb_42 Start: 36941, Stop: 36105, Start Num: 3

Candidate Starts for GurgleFerb_42:

(Start: 3 @36941 has 6 MA's), (4, 36920), (7, 36761), (9, 36722), (10, 36716), (12, 36704), (14, 36653),
(15, 36632), (17, 36605), (20, 36527), (30, 36353), (34, 36317), (42, 36170),

Gene: Jasmine_44 Start: 38561, Stop: 37725, Start Num: 3

Candidate Starts for Jasmine_44:

(Start: 3 @38561 has 6 MA's), (4, 38540), (7, 38381), (9, 38342), (10, 38336), (12, 38324), (14, 38273),
(17, 38225), (21, 38126), (29, 37991), (30, 37973), (31, 37964), (32, 37943), (42, 37790),

Gene: Nellie_42 Start: 36942, Stop: 36106, Start Num: 3

Candidate Starts for Nellie_42:

(Start: 3 @36942 has 6 MA's), (4, 36921), (7, 36762), (9, 36723), (10, 36717), (12, 36705), (14, 36654),
(15, 36633), (17, 36606), (20, 36528), (30, 36354), (34, 36318), (42, 36171),

Gene: Phroglets_37 Start: 36257, Stop: 35415, Start Num: 5

Candidate Starts for Phroglets_37:

(5, 36257), (8, 36095), (11, 36062), (12, 36053), (13, 36038), (19, 35870), (23, 35795), (25, 35783),
(26, 35762), (30, 35693), (37, 35612), (40, 35594), (41, 35540), (43, 35462),



Gene: Shocker_49 Start: 38387, Stop: 37386, Start Num: 2

Candidate Starts for Shocker_49:

(1, 38426), (Start: 2 @38387 has 1 MA's), (6, 38162), (9, 38102), (16, 37967), (17, 37964), (18, 37901),
(19, 37886), (21, 37856), (24, 37805), (27, 37754), (28, 37730), (33, 37667), (36, 37640), (38, 37616),
(39, 37598),





