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Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 203674 Report

This analysis was run 01/18/25 on database version 583.
Pham number 203674 has 7 members, 1 are drafts.

Phages represented in each track:

* Track 1 : Casserole_35

» Track 2 : Adat_36, Nellie_36, Brad_36, GurgleFerb_36
* Track 3 : Jasmine_38

» Track 4 : Phroglets_31

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 4, it was called
in 6 of the 6 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
» Adat_36, Brad_36, Casserole_35, GurgleFerb_36, Jasmine_38, Nellie_36,

Genes that have the "Most Annotated" start but do not call it:

Genes that do not have the "Most Annotated" start:
* Phroglets_31,

Summary by start number:

Start 4:

* Found in 6 of 7 ( 85.7% ) of genes in pham

» Manual Annotations of this start: 6 of 6

* Called 100.0% of time when present

» Phage (with cluster) where this start called: Adat_36 (AV), Brad_36 (AV),
Casserole_35 (AV), GurgleFerb_36 (AV), Jasmine_38 (AV), Nellie_36 (AV),

Start 11:

* Found in 1 of 7 ( 14.3% ) of genes in pham

* No Manual Annotations of this start.

* Called 100.0% of time when present

* Phage (with cluster) where this start called: Phroglets_31 (singleton),



Summary by clusters:
There are 2 clusters represented in this pham: singleton, AV,

Info for manual annotations of cluster AV:
«Start number 4 was manually annotated 6 times for cluster AV.

Gene Information:

Gene: Adat_36 Start: 31889, Stop: 30144, Start Num: 4

Candidate Starts for Adat_36:

(2, 31916), (Start: 4 @31889 has 6 MA's), (5, 31886), (7, 31853), (8, 31847), (10, 31754), (12, 31721),
(13, 31694), (16, 31559), (20, 31430), (21, 31424), (24, 31400), (25, 31385), (26, 31358), (27, 31328),
(31, 31247), (32, 31238), (34, 31178), (35, 31157), (40, 31043), (41, 31025), (47, 30647), (48, 30629),
(49, 30563), (50, 30548), (52, 30329), (54, 30287), (57, 30203), (58, 30170),

Gene: Brad_36 Start: 31887, Stop: 30142, Start Num: 4

Candidate Starts for Brad_36:

(2, 31914), (Start: 4 @31887 has 6 MA's), (5, 31884), (7, 31851), (8, 31845), (10, 31752), (12, 31719),
(13, 31692), (16, 31557), (20, 31428), (21, 31422), (24, 31398), (25, 31383), (26, 31356), (27, 31326),
(31, 31245), (32, 31236), (34, 31176), (35, 31155), (40, 31041), (41, 31023), (47, 30645), (48, 30627),
(49, 30561), (50, 30546), (52, 30327), (54, 30285), (57, 30201), (58, 30168),

Gene: Casserole_35 Start: 32865, Stop: 31120, Start Num: 4

Candidate Starts for Casserole_35:

(2, 32892), (Start: 4 @32865 has 6 MA's), (5, 32862), (7, 32829), (8, 32823), (10, 32730), (12, 32697),
(13, 32670), (16, 32535), (20, 32406), (21, 32400), (24, 32376), (25, 32361), (26, 32334), (27, 32304),
(31, 32223), (32, 32214), (34, 32154), (35, 32133), (40, 32019), (41, 32001), (47, 31623), (48, 31605),
(49, 31539), (50, 31524), (52, 31305), (54, 31263), (57, 31179),

Gene: GurgleFerb_36 Start: 31888, Stop: 30143, Start Num: 4

Candidate Starts for GurgleFerb_36:

(2, 31915), (Start: 4 @31888 has 6 MA's), (5, 31885), (7, 31852), (8, 31846), (10, 31753), (12, 31720),
(13, 31693), (16, 31558), (20, 31429), (21, 31423), (24, 31399), (25, 31384), (26, 31357), (27, 31327),
(31, 31246), (32, 31237), (34, 31177), (35, 31156), (40, 31042), (41, 31024), (47, 30646), (48, 30628),
(49, 30562), (50, 30547), (52, 30328), (54, 30286), (57, 30202), (58, 30169),

Gene: Jasmine_38 Start: 33398, Stop: 31653, Start Num: 4

Candidate Starts for Jasmine_38:

(2, 33425), (Start: 4 @33398 has 6 MA's), (5, 33395), (7, 33362), (8, 33356), (10, 33263), (12, 33230),
(13, 33203), (16, 33068), (20, 32939), (21, 32933), (24, 32909), (25, 32894), (26, 32867), (27, 32837),
(31, 32756), (34, 32687), (35, 32666), (40, 32552), (41, 32534), (46, 32231), (47, 32156), (48, 32138),
(49, 32072), (52, 31838), (54, 31796), (57, 31712), (58, 31679),

Gene: Nellie_36 Start: 31889, Stop: 30144, Start Num: 4

Candidate Starts for Nellie_36:

(2, 31916), (Start: 4 @31889 has 6 MA's), (5, 31886), (7, 31853), (8, 31847), (10, 31754), (12, 31721),
(13, 31694), (16, 31559), (20, 31430), (21, 31424), (24, 31400), (25, 31385), (26, 31358), (27, 31328),
(31, 31247), (32, 31238), (34, 31178), (35, 31157), (40, 31043), (41, 31025), (47, 30647), (48, 30629),
(49, 30563), (50, 30548), (52, 30329), (54, 30287), (57, 30203), (58, 30170),



Gene: Phroglets_31 Start: 31082, Stop: 29427, Start Num: 11
Candidate Starts for Phroglets_31.:

(1, 31286), (3, 31253), (6, 31229), (9, 31196), (11, 31082), (14, 30962), (15, 30932), (17, 30860), (18,
30803), (19, 30752), (21, 30734), (22, 30731), (23, 30728), (28, 30572), (29, 30566), (30, 30563), (31,
30557), (33, 30512), (34, 30488), (36, 30428), (37, 30419), (38, 30410), (39, 30404), (40, 30323), (42,
30266), (43, 30206), (44, 30065), (45, 30020), (47, 29933), (48, 29915), (49, 29849), (51, 29726), (52,
29615), (53, 29594), (54, 29579), (55, 29573), (56, 29555), (57, 29495),





