
10 1314 17 19 21 27 33 3536 38 41 44 48 58 61 67 74 77

4 56 9 1516 2627 31 34 35 3839 43 50 5354 60 63 68 75 7677 82 84

4 56 9 1516 26 31 34 35 3839 43 50 5455 60 63 65 68 75 77 79 82 84 86

4 56 9 1516 22 26 29 32 34 43 535455 57 60 63 65 68 69 78 82 84 86

1 2 3 5 8 18 20 23 24 25 2627 32 34 3536 46 49 51 5657 59 60 64 71 83

1112 14 22 2728 3031 34 35 37 4041 43 44 45 47 52 62 64 70 73 80 85

7 10 14 3031 37 4142 43 4748 66 7273 8081 85

7: Nesbitt_55 + 1

6: Sebastisaurus_51

5: Heather_56

4: RemusLoopin_55

3: phiBT1_int

2: TG1_51

1: Shawty_54

Zoomed Pham 211608



Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 211608 Report

This analysis was run 02/22/25 on database version 588.

WARNING: Pham size does not match number of genes in report. Either
unphamerated genes have been added (by you) or starterator has removed genes
due to invalid start codon.

Pham number 211608 has 8 members, 1 are drafts.

Phages represented in each track:
• Track 1 : Shawty_54
• Track 2 : TG1_51
• Track 3 : phiBT1_int
• Track 4 : RemusLoopin_55
• Track 5 : Heather_56
• Track 6 : Sebastisaurus_51
• Track 7 : Nesbitt_55, AbbeyMikolon_57

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 6, it was called
in 3 of the 7 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
• Heather_56, RemusLoopin_55, Sebastisaurus_51,

Genes that have the "Most Annotated" start but do not call it:
•

Genes that do not have the "Most Annotated" start:
• AbbeyMikolon_57, Nesbitt_55, Shawty_54, TG1_51, phiBT1_int,

Summary by start number:

Start 6:
• Found in 3 of 8 ( 37.5% ) of genes in pham
• Manual Annotations of this start: 3 of 7
• Called 100.0% of time when present
• Phage (with cluster) where this start called: Heather_56 (BB2), RemusLoopin_55
(BB2), Sebastisaurus_51 (BB2),



Start 8:
• Found in 1 of 8 ( 12.5% ) of genes in pham
• No Manual Annotations of this start.
• Called 100.0% of time when present
• Phage (with cluster) where this start called: phiBT1_int (BB1),

Start 11:
• Found in 1 of 8 ( 12.5% ) of genes in pham
• Manual Annotations of this start: 1 of 7
• Called 100.0% of time when present
• Phage (with cluster) where this start called: TG1_51 (BB1),

Start 14:
• Found in 4 of 8 ( 50.0% ) of genes in pham
• Manual Annotations of this start: 3 of 7
• Called 75.0% of time when present
• Phage (with cluster) where this start called: AbbeyMikolon_57 (BL), Nesbitt_55 (BL),
Shawty_54 (BB1),

Summary by clusters:

There are 3 clusters represented in this pham: BL, BB2, BB1,

Info for manual annotations of cluster BB1:
•Start number 11 was manually annotated 1 time for cluster BB1.
•Start number 14 was manually annotated 1 time for cluster BB1.

Info for manual annotations of cluster BB2:
•Start number 6 was manually annotated 3 times for cluster BB2.

Info for manual annotations of cluster BL:
•Start number 14 was manually annotated 2 times for cluster BL.

Gene Information:
Gene: AbbeyMikolon_57 Start: 38291, Stop: 40006, Start Num: 14
Candidate Starts for AbbeyMikolon_57:
(10, 38267), (13, 38282), (Start: 14 @38291 has 3 MA's), (17, 38309), (19, 38381), (21, 38399), (27,
38483), (33, 38555), (35, 38600), (36, 38609), (38, 38627), (41, 38648), (44, 38717), (48, 38801), (58,
38918), (61, 38987), (67, 39080), (74, 39185), (77, 39209), (89, 39443), (91, 39452), (114, 39788),
(116, 39800), (119, 39827), (121, 39881), (122, 39893), (123, 39902), (125, 39908), (126, 39932),
(127, 39944), (129, 39998),

Gene: Heather_56 Start: 38485, Stop: 40254, Start Num: 6
Candidate Starts for Heather_56:
(4, 38461), (5, 38479), (Start: 6 @38485 has 3 MA's), (9, 38500), (15, 38539), (16, 38551), (26, 38728),
(31, 38761), (34, 38833), (35, 38848), (38, 38875), (39, 38878), (43, 38914), (50, 39040), (54, 39112),
(55, 39115), (60, 39187), (63, 39274), (65, 39292), (68, 39313), (75, 39424), (77, 39445), (79, 39487),
(82, 39559), (84, 39586), (86, 39628), (92, 39694), (94, 39721), (97, 39775), (99, 39820), (100, 39841),
(106, 39922), (112, 40024), (118, 40069), (120, 40105), (121, 40126), (122, 40138),



Gene: Nesbitt_55 Start: 38186, Stop: 39901, Start Num: 14
Candidate Starts for Nesbitt_55:
(10, 38162), (13, 38177), (Start: 14 @38186 has 3 MA's), (17, 38204), (19, 38276), (21, 38294), (27,
38378), (33, 38450), (35, 38495), (36, 38504), (38, 38522), (41, 38543), (44, 38612), (48, 38696), (58,
38813), (61, 38882), (67, 38975), (74, 39080), (77, 39104), (89, 39338), (91, 39347), (114, 39683),
(116, 39695), (119, 39722), (121, 39776), (122, 39788), (123, 39797), (125, 39803), (126, 39827),
(127, 39839), (129, 39893),

Gene: RemusLoopin_55 Start: 38615, Stop: 40381, Start Num: 6
Candidate Starts for RemusLoopin_55:
(4, 38591), (5, 38609), (Start: 6 @38615 has 3 MA's), (9, 38630), (15, 38669), (16, 38681), (22, 38789),
(26, 38858), (29, 38882), (32, 38900), (34, 38963), (43, 39044), (53, 39230), (54, 39242), (55, 39245),
(57, 39257), (60, 39317), (63, 39404), (65, 39422), (68, 39443), (69, 39464), (78, 39584), (82, 39689),
(84, 39716), (86, 39758), (90, 39809), (94, 39851), (97, 39905), (99, 39950), (104, 40004), (105,
40037), (106, 40052), (112, 40154), (115, 40166), (118, 40199), (120, 40235), (121, 40256), (122,
40268),

Gene: Sebastisaurus_51 Start: 38899, Stop: 40668, Start Num: 6
Candidate Starts for Sebastisaurus_51:
(4, 38875), (5, 38893), (Start: 6 @38899 has 3 MA's), (9, 38914), (15, 38953), (16, 38965), (26, 39142),
(27, 39145), (31, 39175), (34, 39247), (35, 39262), (38, 39289), (39, 39292), (43, 39328), (50, 39454),
(53, 39514), (54, 39526), (60, 39601), (63, 39688), (68, 39727), (75, 39838), (76, 39853), (77, 39859),
(82, 39973), (84, 40000), (90, 40093), (94, 40135), (97, 40189), (99, 40234), (100, 40255), (106,
40336), (112, 40438), (115, 40450), (118, 40483), (120, 40519), (121, 40540), (122, 40552),

Gene: Shawty_54 Start: 37457, Stop: 39295, Start Num: 14
Candidate Starts for Shawty_54:
(7, 37409), (10, 37433), (Start: 14 @37457 has 3 MA's), (30, 37703), (31, 37709), (37, 37811), (41,
37844), (42, 37850), (43, 37865), (47, 37994), (48, 37997), (66, 38294), (72, 38399), (73, 38405), (80,
38531), (81, 38537), (85, 38600), (91, 38699), (94, 38735), (98, 38822), (103, 38888), (106, 38945),
(108, 38993), (109, 39014), (110, 39023), (114, 39047), (117, 39065), (125, 39170), (128, 39230),

Gene: TG1_51 Start: 37133, Stop: 39013, Start Num: 11
Candidate Starts for TG1_51:
(Start: 11 @37133 has 1 MA's), (12, 37139), (Start: 14 @37154 has 3 MA's), (22, 37295), (27, 37376),
(28, 37382), (30, 37400), (31, 37406), (34, 37478), (35, 37493), (37, 37508), (40, 37538), (41, 37541),
(43, 37562), (44, 37610), (45, 37628), (47, 37691), (52, 37742), (62, 37913), (64, 37976), (70, 38036),
(73, 38099), (80, 38228), (85, 38297), (91, 38396), (96, 38498), (99, 38546), (101, 38570), (103,
38591), (106, 38648), (108, 38696), (113, 38747), (122, 38858), (125, 38873), (128, 38933),

Gene: phiBT1_int Start: 38804, Stop: 40588, Start Num: 8
Candidate Starts for phiBT1_int:
(1, 38654), (2, 38699), (3, 38723), (5, 38786), (8, 38804), (18, 38906), (20, 38942), (23, 38984), (24,
38999), (25, 39032), (26, 39056), (27, 39059), (32, 39098), (34, 39161), (35, 39176), (36, 39185), (46,
39359), (49, 39368), (51, 39392), (56, 39452), (57, 39461), (59, 39476), (60, 39533), (64, 39611), (71,
39680), (83, 39896), (87, 39953), (88, 39983), (93, 40028), (95, 40055), (99, 40130), (102, 40172),
(107, 40259), (111, 40322), (120, 40406), (124, 40451), (128, 40508),




