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Zoomed Pham 225345



Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 225345 Report

This analysis was run 03/28/25 on database version 593.

WARNING: Pham size does not match number of genes in report. Either
unphamerated genes have been added (by you) or starterator has removed genes
due to invalid start codon.

Pham number 225345 has 3 members, 0 are drafts.

Phages represented in each track:
• Track 1 : AbbeyMikolon_15
• Track 2 : Rowa_15
• Track 3 : Nesbitt_15

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 2, it was called
in 2 of the 3 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
• AbbeyMikolon_15, Nesbitt_15,

Genes that have the "Most Annotated" start but do not call it:
•

Genes that do not have the "Most Annotated" start:
• Rowa_15,

Summary by start number:

Start 1:
• Found in 1 of 3 ( 33.3% ) of genes in pham
• Manual Annotations of this start: 1 of 3
• Called 100.0% of time when present
• Phage (with cluster) where this start called: Rowa_15 (BL),

Start 2:
• Found in 2 of 3 ( 66.7% ) of genes in pham
• Manual Annotations of this start: 2 of 3
• Called 100.0% of time when present



• Phage (with cluster) where this start called: AbbeyMikolon_15 (BL), Nesbitt_15 (BL),

Summary by clusters:

There is one cluster represented in this pham: BL

Info for manual annotations of cluster BL:
•Start number 1 was manually annotated 1 time for cluster BL.
•Start number 2 was manually annotated 2 times for cluster BL.

Gene Information:
Gene: AbbeyMikolon_15 Start: 9493, Stop: 12630, Start Num: 2
Candidate Starts for AbbeyMikolon_15:
(Start: 2 @9493 has 2 MA's), (4, 9577), (8, 9805), (9, 9808), (11, 9913), (12, 9922), (13, 9946), (14,
9952), (15, 9976), (21, 10183), (22, 10219), (23, 10225), (25, 10264), (26, 10279), (28, 10324), (29,
10330), (30, 10333), (31, 10354), (32, 10366), (33, 10387), (35, 10456), (36, 10495), (39, 10567), (40,
10576), (41, 10615), (42, 10714), (45, 10765), (46, 10774), (48, 10789), (49, 10795), (50, 10807), (52,
10849), (53, 10852), (58, 10915), (59, 10951), (61, 10984), (62, 10987), (63, 11002), (64, 11044), (65,
11068), (66, 11089), (67, 11098), (68, 11107), (69, 11128), (70, 11137), (71, 11197), (72, 11209), (73,
11224), (75, 11356), (76, 11368), (77, 11464), (78, 11476), (79, 11512), (80, 11524), (82, 11623), (83,
11659), (84, 11695), (85, 11710), (86, 11791), (87, 11824), (91, 12088), (93, 12112), (95, 12184), (97,
12208), (101, 12295), (102, 12391), (104, 12439), (105, 12529), (106, 12559), (108, 12598),

Gene: Nesbitt_15 Start: 9565, Stop: 12702, Start Num: 2
Candidate Starts for Nesbitt_15:
(Start: 2 @9565 has 2 MA's), (4, 9649), (8, 9877), (9, 9880), (11, 9985), (12, 9994), (13, 10018), (14,
10024), (15, 10048), (21, 10255), (22, 10291), (23, 10297), (24, 10330), (26, 10351), (27, 10360), (30,
10405), (32, 10438), (33, 10459), (35, 10528), (36, 10567), (40, 10648), (41, 10687), (42, 10786), (44,
10825), (45, 10837), (48, 10861), (49, 10867), (52, 10921), (53, 10924), (56, 10960), (58, 10987), (59,
11023), (61, 11056), (62, 11059), (63, 11074), (64, 11116), (65, 11140), (66, 11161), (67, 11170), (68,
11179), (69, 11200), (70, 11209), (71, 11269), (72, 11281), (73, 11296), (75, 11428), (76, 11440), (77,
11536), (78, 11548), (79, 11584), (80, 11596), (82, 11695), (83, 11731), (84, 11767), (85, 11782), (86,
11863), (87, 11896), (91, 12160), (93, 12184), (97, 12280), (101, 12367), (102, 12463), (104, 12511),
(105, 12601), (106, 12631), (107, 12667), (108, 12670),

Gene: Rowa_15 Start: 9318, Stop: 12419, Start Num: 1
Candidate Starts for Rowa_15:
(Start: 1 @9318 has 1 MA's), (3, 9351), (5, 9459), (6, 9525), (7, 9579), (8, 9657), (9, 9660), (10, 9702),
(15, 9828), (16, 9831), (17, 9921), (18, 9930), (19, 9960), (20, 9984), (26, 10131), (34, 10290), (36,
10347), (37, 10374), (38, 10389), (40, 10428), (43, 10554), (47, 10620), (49, 10629), (51, 10659), (53,
10686), (54, 10704), (55, 10710), (57, 10734), (58, 10749), (59, 10785), (60, 10806), (62, 10821), (72,
10920), (74, 10941), (81, 11289), (82, 11328), (83, 11364), (84, 11400), (85, 11415), (88, 11613), (89,
11622), (90, 11664), (91, 11868), (92, 11886), (93, 11892), (94, 11916), (95, 11964), (96, 11973), (97,
11988), (98, 12012), (99, 12042), (100, 12048), (102, 12171), (103, 12186), (105, 12318),




