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Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 27998 Report

This analysis was run 04/05/24 on database version 557.

Pham number 27998 has 10 members, 2 are drafts.

Phages represented in each track:
• Track 1 : Oaker_84, Beckerton_83
• Track 2 : Cborch11_85
• Track 3 : Thumb_85
• Track 4 : Puissant_85
• Track 5 : Phreeze_83
• Track 6 : Megatron06_87
• Track 7 : Konstantine_87
• Track 8 : Damien_84
• Track 9 : Predator_85

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 5, it was called
in 8 of the 8 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
• Beckerton_83, Cborch11_85, Damien_84, Konstantine_87, Megatron06_87,
Oaker_84, Phreeze_83, Predator_85, Puissant_85, Thumb_85,

Genes that have the "Most Annotated" start but do not call it:
•

Genes that do not have the "Most Annotated" start:
•

Summary by start number:

Start 5:
• Found in 10 of 10 ( 100.0% ) of genes in pham
• Manual Annotations of this start: 8 of 8
• Called 100.0% of time when present
• Phage (with cluster) where this start called: Beckerton_83 (H1), Cborch11_85 (H1),
Damien_84 (H1), Konstantine_87 (H1), Megatron06_87 (H1), Oaker_84 (H1),
Phreeze_83 (H1), Predator_85 (H1), Puissant_85 (H1), Thumb_85 (H1),



Summary by clusters:

There is one cluster represented in this pham: H1

Info for manual annotations of cluster H1:
•Start number 5 was manually annotated 8 times for cluster H1.

Gene Information:
Gene: Beckerton_83 Start: 61920, Stop: 62495, Start Num: 5
Candidate Starts for Beckerton_83:
(1, 61776), (2, 61791), (3, 61812), (Start: 5 @61920 has 8 MA's), (6, 61947), (8, 61986), (10, 62037),
(15, 62079), (17, 62121), (18, 62124), (20, 62151), (22, 62295), (27, 62451),

Gene: Cborch11_85 Start: 61106, Stop: 61681, Start Num: 5
Candidate Starts for Cborch11_85:
(1, 60962), (2, 60977), (3, 60998), (Start: 5 @61106 has 8 MA's), (8, 61172), (11, 61235), (12, 61247),
(13, 61253), (15, 61265), (18, 61310), (20, 61337), (22, 61481), (24, 61556), (26, 61634), (27, 61637),

Gene: Damien_84 Start: 61416, Stop: 61991, Start Num: 5
Candidate Starts for Damien_84:
(1, 61272), (2, 61287), (3, 61308), (Start: 5 @61416 has 8 MA's), (6, 61443), (8, 61482), (10, 61533),
(15, 61575), (18, 61620), (20, 61647), (22, 61791), (27, 61947),

Gene: Konstantine_87 Start: 61920, Stop: 62495, Start Num: 5
Candidate Starts for Konstantine_87:
(1, 61776), (2, 61791), (3, 61812), (Start: 5 @61920 has 8 MA's), (6, 61947), (8, 61986), (10, 62037),
(15, 62079), (16, 62115), (17, 62121), (18, 62124), (20, 62151), (22, 62295), (27, 62451),

Gene: Megatron06_87 Start: 62001, Stop: 62576, Start Num: 5
Candidate Starts for Megatron06_87:
(Start: 5 @62001 has 8 MA's), (6, 62028), (7, 62052), (8, 62067), (10, 62118), (15, 62160), (18,
62205), (20, 62232), (22, 62376), (27, 62532),

Gene: Oaker_84 Start: 62018, Stop: 62593, Start Num: 5
Candidate Starts for Oaker_84:
(1, 61874), (2, 61889), (3, 61910), (Start: 5 @62018 has 8 MA's), (6, 62045), (8, 62084), (10, 62135),
(15, 62177), (17, 62219), (18, 62222), (20, 62249), (22, 62393), (27, 62549),

Gene: Phreeze_83 Start: 60950, Stop: 61525, Start Num: 5
Candidate Starts for Phreeze_83:
(1, 60806), (2, 60821), (3, 60842), (Start: 5 @60950 has 8 MA's), (6, 60977), (8, 61016), (10, 61067),
(11, 61079), (12, 61091), (14, 61103), (15, 61109), (16, 61145), (17, 61151), (18, 61154), (20, 61181),
(22, 61325), (27, 61481),

Gene: Predator_85 Start: 62335, Stop: 62946, Start Num: 5
Candidate Starts for Predator_85:
(1, 62191), (3, 62227), (4, 62293), (Start: 5 @62335 has 8 MA's), (12, 62416), (16, 62470), (18,
62479), (19, 62503), (25, 62773), (26, 62803), (28, 62821), (29, 62824), (30, 62842), (31, 62866),



Gene: Puissant_85 Start: 61231, Stop: 61806, Start Num: 5
Candidate Starts for Puissant_85:
(1, 61087), (3, 61123), (Start: 5 @61231 has 8 MA's), (6, 61258), (7, 61282), (8, 61297), (9, 61324),
(10, 61348), (11, 61360), (12, 61372), (14, 61384), (18, 61435), (20, 61462), (21, 61510), (23, 61672),
(24, 61681), (27, 61762),

Gene: Thumb_85 Start: 61370, Stop: 61945, Start Num: 5
Candidate Starts for Thumb_85:
(Start: 5 @61370 has 8 MA's), (6, 61397), (7, 61421), (8, 61436), (10, 61487), (15, 61529), (18,
61574), (20, 61601), (22, 61745), (27, 61901),


