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Pham 2887



Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 2887 Report

This analysis was run 04/05/24 on database version 557.

Pham number 2887 has 31 members, 3 are drafts.

Phages represented in each track:
• Track 1 : Euphoria_72, Acme_75, Rutherferd_73, Arlo_71, Greg_74, Rajelicia_73,
Pippin_72, Parliament_72, GrecoEtereo_75, Oogway_70, GageAP_74, Arcanine_75,
Lamina13_75, Bircsak_71, Corvo_73, ConceptII_76, Barriga_74, Jorgensen_77,
BPBiebs31_76, Gompeii16_71, Marsha_71, Ohno789_74, StewieG_66, Snazzy_71,
Fajezeel_74, Monet_74, Pelly_72
• Track 2 : Chanagan_65, BigPaolini_69
• Track 3 : Bigfoot_66, CactusRose_74

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 1, it was called
in 28 of the 28 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
• Acme_75, Arcanine_75, Arlo_71, BPBiebs31_76, Barriga_74, BigPaolini_69,
Bigfoot_66, Bircsak_71, CactusRose_74, Chanagan_65, ConceptII_76, Corvo_73,
Euphoria_72, Fajezeel_74, GageAP_74, Gompeii16_71, GrecoEtereo_75, Greg_74,
Jorgensen_77, Lamina13_75, Marsha_71, Monet_74, Ohno789_74, Oogway_70,
Parliament_72, Pelly_72, Pippin_72, Rajelicia_73, Rutherferd_73, Snazzy_71,
StewieG_66,

Genes that have the "Most Annotated" start but do not call it:
•

Genes that do not have the "Most Annotated" start:
•

Summary by start number:

Start 1:
• Found in 31 of 31 ( 100.0% ) of genes in pham
• Manual Annotations of this start: 28 of 28
• Called 100.0% of time when present



• Phage (with cluster) where this start called: Acme_75 (A1), Arcanine_75 (A1),
Arlo_71 (A1), BPBiebs31_76 (A1), Barriga_74 (A1), BigPaolini_69 (A1), Bigfoot_66
(A1), Bircsak_71 (A1), CactusRose_74 (A1), Chanagan_65 (A1), ConceptII_76 (A1),
Corvo_73 (A1), Euphoria_72 (A1), Fajezeel_74 (A1), GageAP_74 (A1),
Gompeii16_71 (A1), GrecoEtereo_75 (A1), Greg_74 (A1), Jorgensen_77 (A1),
Lamina13_75 (A1), Marsha_71 (A1), Monet_74 (A1), Ohno789_74 (A1), Oogway_70
(A1), Parliament_72 (A1), Pelly_72 (A1), Pippin_72 (A1), Rajelicia_73 (A1),
Rutherferd_73 (A1), Snazzy_71 (A1), StewieG_66 (A1),

Summary by clusters:

There is one cluster represented in this pham: A1

Info for manual annotations of cluster A1:
•Start number 1 was manually annotated 28 times for cluster A1.

Gene Information:
Gene: Acme_75 Start: 46870, Stop: 46757, Start Num: 1
Candidate Starts for Acme_75:
(Start: 1 @46870 has 28 MA's), (2, 46855), (3, 46822), (4, 46789),

Gene: Arcanine_75 Start: 46803, Stop: 46690, Start Num: 1
Candidate Starts for Arcanine_75:
(Start: 1 @46803 has 28 MA's), (2, 46788), (3, 46755), (4, 46722),

Gene: Arlo_71 Start: 45581, Stop: 45468, Start Num: 1
Candidate Starts for Arlo_71:
(Start: 1 @45581 has 28 MA's), (2, 45566), (3, 45533), (4, 45500),

Gene: BPBiebs31_76 Start: 46693, Stop: 46580, Start Num: 1
Candidate Starts for BPBiebs31_76:
(Start: 1 @46693 has 28 MA's), (2, 46678), (3, 46645), (4, 46612),

Gene: Barriga_74 Start: 44406, Stop: 44293, Start Num: 1
Candidate Starts for Barriga_74:
(Start: 1 @44406 has 28 MA's), (2, 44391), (3, 44358), (4, 44325),

Gene: BigPaolini_69 Start: 43849, Stop: 43736, Start Num: 1
Candidate Starts for BigPaolini_69:
(Start: 1 @43849 has 28 MA's), (2, 43834), (3, 43801), (4, 43768),

Gene: Bigfoot_66 Start: 44933, Stop: 44820, Start Num: 1
Candidate Starts for Bigfoot_66:
(Start: 1 @44933 has 28 MA's), (2, 44918), (3, 44885), (4, 44852),

Gene: Bircsak_71 Start: 47207, Stop: 47094, Start Num: 1
Candidate Starts for Bircsak_71:
(Start: 1 @47207 has 28 MA's), (2, 47192), (3, 47159), (4, 47126),

Gene: CactusRose_74 Start: 45951, Stop: 45838, Start Num: 1



Candidate Starts for CactusRose_74:
(Start: 1 @45951 has 28 MA's), (2, 45936), (3, 45903), (4, 45870),

Gene: Chanagan_65 Start: 43167, Stop: 43054, Start Num: 1
Candidate Starts for Chanagan_65:
(Start: 1 @43167 has 28 MA's), (2, 43152), (3, 43119), (4, 43086),

Gene: ConceptII_76 Start: 46982, Stop: 46869, Start Num: 1
Candidate Starts for ConceptII_76:
(Start: 1 @46982 has 28 MA's), (2, 46967), (3, 46934), (4, 46901),

Gene: Corvo_73 Start: 46616, Stop: 46503, Start Num: 1
Candidate Starts for Corvo_73:
(Start: 1 @46616 has 28 MA's), (2, 46601), (3, 46568), (4, 46535),

Gene: Euphoria_72 Start: 45627, Stop: 45514, Start Num: 1
Candidate Starts for Euphoria_72:
(Start: 1 @45627 has 28 MA's), (2, 45612), (3, 45579), (4, 45546),

Gene: Fajezeel_74 Start: 46160, Stop: 46047, Start Num: 1
Candidate Starts for Fajezeel_74:
(Start: 1 @46160 has 28 MA's), (2, 46145), (3, 46112), (4, 46079),

Gene: GageAP_74 Start: 46940, Stop: 46827, Start Num: 1
Candidate Starts for GageAP_74:
(Start: 1 @46940 has 28 MA's), (2, 46925), (3, 46892), (4, 46859),

Gene: Gompeii16_71 Start: 47208, Stop: 47095, Start Num: 1
Candidate Starts for Gompeii16_71:
(Start: 1 @47208 has 28 MA's), (2, 47193), (3, 47160), (4, 47127),

Gene: GrecoEtereo_75 Start: 46636, Stop: 46523, Start Num: 1
Candidate Starts for GrecoEtereo_75:
(Start: 1 @46636 has 28 MA's), (2, 46621), (3, 46588), (4, 46555),

Gene: Greg_74 Start: 46160, Stop: 46047, Start Num: 1
Candidate Starts for Greg_74:
(Start: 1 @46160 has 28 MA's), (2, 46145), (3, 46112), (4, 46079),

Gene: Jorgensen_77 Start: 46285, Stop: 46172, Start Num: 1
Candidate Starts for Jorgensen_77:
(Start: 1 @46285 has 28 MA's), (2, 46270), (3, 46237), (4, 46204),

Gene: Lamina13_75 Start: 47302, Stop: 47189, Start Num: 1
Candidate Starts for Lamina13_75:
(Start: 1 @47302 has 28 MA's), (2, 47287), (3, 47254), (4, 47221),

Gene: Marsha_71 Start: 46522, Stop: 46409, Start Num: 1
Candidate Starts for Marsha_71:
(Start: 1 @46522 has 28 MA's), (2, 46507), (3, 46474), (4, 46441),

Gene: Monet_74 Start: 46309, Stop: 46178, Start Num: 1
Candidate Starts for Monet_74:



(Start: 1 @46309 has 28 MA's), (2, 46294), (3, 46261), (4, 46228),

Gene: Ohno789_74 Start: 46573, Stop: 46460, Start Num: 1
Candidate Starts for Ohno789_74:
(Start: 1 @46573 has 28 MA's), (2, 46558), (3, 46525), (4, 46492),

Gene: Oogway_70 Start: 45419, Stop: 45288, Start Num: 1
Candidate Starts for Oogway_70:
(Start: 1 @45419 has 28 MA's), (2, 45404), (3, 45371), (4, 45338),

Gene: Parliament_72 Start: 47610, Stop: 47497, Start Num: 1
Candidate Starts for Parliament_72:
(Start: 1 @47610 has 28 MA's), (2, 47595), (3, 47562), (4, 47529),

Gene: Pelly_72 Start: 47779, Stop: 47666, Start Num: 1
Candidate Starts for Pelly_72:
(Start: 1 @47779 has 28 MA's), (2, 47764), (3, 47731), (4, 47698),

Gene: Pippin_72 Start: 44911, Stop: 44798, Start Num: 1
Candidate Starts for Pippin_72:
(Start: 1 @44911 has 28 MA's), (2, 44896), (3, 44863), (4, 44830),

Gene: Rajelicia_73 Start: 47311, Stop: 47198, Start Num: 1
Candidate Starts for Rajelicia_73:
(Start: 1 @47311 has 28 MA's), (2, 47296), (3, 47263), (4, 47230),

Gene: Rutherferd_73 Start: 45851, Stop: 45720, Start Num: 1
Candidate Starts for Rutherferd_73:
(Start: 1 @45851 has 28 MA's), (2, 45836), (3, 45803), (4, 45770),

Gene: Snazzy_71 Start: 45545, Stop: 45432, Start Num: 1
Candidate Starts for Snazzy_71:
(Start: 1 @45545 has 28 MA's), (2, 45530), (3, 45497), (4, 45464),

Gene: StewieG_66 Start: 42036, Stop: 41923, Start Num: 1
Candidate Starts for StewieG_66:
(Start: 1 @42036 has 28 MA's), (2, 42021), (3, 41988), (4, 41955),


