
1 23 5 7 89 10 111213 14 15 1617 20 2122 23 242526 272829 31 32 33 363739 404142434647 48 5758 59 61 6263 656667 69 72 7475 7677 79808182 83 84 85

1 3 4 56 9 11 13 14 1617 18 19 2122 23 2728293031 32 34 3536373839 40 43444546 4950 5152 53545556 596061 626364 656667 68 697071 73 7677 7879 8182 83 85

2: KimJongPhill_27

1: Zuko_24

Pham 29310



Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 29310 Report

This analysis was run 04/05/24 on database version 557.

Pham number 29310 has 2 members, 0 are drafts.

Phages represented in each track:
• Track 1 : Zuko_24
• Track 2 : KimJongPhill_27

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 1, it was called
in 2 of the 2 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
• KimJongPhill_27, Zuko_24,

Genes that have the "Most Annotated" start but do not call it:
•

Genes that do not have the "Most Annotated" start:
•

Summary by start number:

Start 1:
• Found in 2 of 2 ( 100.0% ) of genes in pham
• Manual Annotations of this start: 2 of 2
• Called 100.0% of time when present
• Phage (with cluster) where this start called: KimJongPhill_27 (BR), Zuko_24 (BR),

Summary by clusters:

There is one cluster represented in this pham: BR

Info for manual annotations of cluster BR:
•Start number 1 was manually annotated 2 times for cluster BR.

Gene Information:



Gene: KimJongPhill_27 Start: 21193, Stop: 24945, Start Num: 1
Candidate Starts for KimJongPhill_27:
(Start: 1 @21193 has 2 MA's), (2, 21298), (3, 21319), (5, 21439), (7, 21568), (8, 21661), (9, 21664),
(10, 21790), (11, 21889), (12, 21904), (13, 21928), (14, 21988), (15, 22057), (16, 22141), (17, 22144),
(20, 22333), (21, 22423), (22, 22444), (23, 22516), (24, 22606), (25, 22612), (26, 22645), (27, 22696),
(28, 22726), (29, 22750), (31, 22801), (32, 22840), (33, 22906), (36, 22984), (37, 23014), (39, 23041),
(40, 23353), (41, 23371), (42, 23383), (43, 23398), (46, 23425), (47, 23443), (48, 23566), (57, 23911),
(58, 23914), (59, 23965), (61, 24010), (62, 24073), (63, 24076), (65, 24148), (66, 24157), (67, 24181),
(69, 24475), (72, 24538), (74, 24598), (75, 24616), (76, 24664), (77, 24694), (79, 24739), (80, 24766),
(81, 24796), (82, 24802), (83, 24856), (84, 24898), (85, 24940),

Gene: Zuko_24 Start: 19146, Stop: 22895, Start Num: 1
Candidate Starts for Zuko_24:
(Start: 1 @19146 has 2 MA's), (3, 19272), (4, 19335), (5, 19392), (6, 19407), (9, 19611), (11, 19836),
(13, 19875), (14, 19935), (16, 20088), (17, 20091), (18, 20133), (19, 20211), (21, 20370), (22, 20391),
(23, 20463), (27, 20643), (28, 20673), (29, 20697), (30, 20730), (31, 20748), (32, 20787), (34, 20859),
(35, 20919), (36, 20931), (37, 20961), (38, 20970), (39, 20988), (40, 21300), (43, 21348), (44, 21360),
(45, 21372), (46, 21375), (49, 21570), (50, 21579), (51, 21648), (52, 21654), (53, 21705), (54, 21735),
(55, 21741), (56, 21756), (59, 21915), (60, 21939), (61, 21960), (62, 22023), (63, 22026), (64, 22056),
(65, 22098), (66, 22107), (67, 22131), (68, 22239), (69, 22425), (70, 22428), (71, 22443), (73, 22503),
(76, 22614), (77, 22644), (78, 22683), (79, 22689), (81, 22746), (82, 22752), (83, 22806), (85, 22890),


