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Pham 2945



Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 2945 Report

This analysis was run 04/05/24 on database version 557.

Pham number 2945 has 26 members, 0 are drafts.

Phages represented in each track:
• Track 1 : Phrappuccino_14, Settecandela_14
• Track 2 : Phrux_38, Dumbo_38, Tomaszewski_37, HanKaySha_39, Bruin_38,
Mosby_37, Thresher_39, Cjw1_38, Bench_40, Ukulele_38, Pumpkin_41,
OrionPax_39, Cookies_38, 244_41, Contagion_38, Hopey_40, BadStone_38,
Dusk_38, Filch_40, Czyszczon1_39, DrDrey_40, JeTaime_40
• Track 3 : Pat3_38
• Track 4 : Bobby_52

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 4, it was called
in 25 of the 26 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
• 244_41, BadStone_38, Bench_40, Bobby_52, Bruin_38, Cjw1_38, Contagion_38,
Cookies_38, Czyszczon1_39, DrDrey_40, Dumbo_38, Dusk_38, Filch_40,
HanKaySha_39, Hopey_40, JeTaime_40, Mosby_37, OrionPax_39,
Phrappuccino_14, Phrux_38, Pumpkin_41, Settecandela_14, Thresher_39,
Tomaszewski_37, Ukulele_38,

Genes that have the "Most Annotated" start but do not call it:
• Pat3_38,

Genes that do not have the "Most Annotated" start:
•

Summary by start number:

Start 3:
• Found in 1 of 26 ( 3.8% ) of genes in pham
• Manual Annotations of this start: 1 of 26
• Called 100.0% of time when present
• Phage (with cluster) where this start called: Pat3_38 (E),



Start 4:
• Found in 26 of 26 ( 100.0% ) of genes in pham
• Manual Annotations of this start: 25 of 26
• Called 96.2% of time when present
• Phage (with cluster) where this start called: 244_41 (E), BadStone_38 (E),
Bench_40 (E), Bobby_52 (J), Bruin_38 (E), Cjw1_38 (E), Contagion_38 (E),
Cookies_38 (E), Czyszczon1_39 (E), DrDrey_40 (E), Dumbo_38 (E), Dusk_38 (E),
Filch_40 (E), HanKaySha_39 (E), Hopey_40 (E), JeTaime_40 (E), Mosby_37 (E),
OrionPax_39 (E), Phrappuccino_14 (AA), Phrux_38 (E), Pumpkin_41 (E),
Settecandela_14 (AA), Thresher_39 (E), Tomaszewski_37 (E), Ukulele_38 (E),

Summary by clusters:

There are 3 clusters represented in this pham: AA, J, E,

Info for manual annotations of cluster AA:
•Start number 4 was manually annotated 2 times for cluster AA.

Info for manual annotations of cluster E:
•Start number 3 was manually annotated 1 time for cluster E.
•Start number 4 was manually annotated 22 times for cluster E.

Info for manual annotations of cluster J:
•Start number 4 was manually annotated 1 time for cluster J.

Gene Information:
Gene: 244_41 Start: 34076, Stop: 33897, Start Num: 4
Candidate Starts for 244_41:
(Start: 4 @34076 has 25 MA's), (5, 34037), (6, 33989), (9, 33941),

Gene: BadStone_38 Start: 34379, Stop: 34200, Start Num: 4
Candidate Starts for BadStone_38:
(Start: 4 @34379 has 25 MA's), (5, 34340), (6, 34292), (9, 34244),

Gene: Bench_40 Start: 33657, Stop: 33478, Start Num: 4
Candidate Starts for Bench_40:
(Start: 4 @33657 has 25 MA's), (5, 33618), (6, 33570), (9, 33522),

Gene: Bobby_52 Start: 43312, Stop: 43133, Start Num: 4
Candidate Starts for Bobby_52:
(Start: 4 @43312 has 25 MA's), (6, 43225), (8, 43183), (9, 43177),

Gene: Bruin_38 Start: 33816, Stop: 33637, Start Num: 4
Candidate Starts for Bruin_38:
(Start: 4 @33816 has 25 MA's), (5, 33777), (6, 33729), (9, 33681),

Gene: Cjw1_38 Start: 34556, Stop: 34377, Start Num: 4
Candidate Starts for Cjw1_38:
(Start: 4 @34556 has 25 MA's), (5, 34517), (6, 34469), (9, 34421),



Gene: Contagion_38 Start: 33300, Stop: 33121, Start Num: 4
Candidate Starts for Contagion_38:
(Start: 4 @33300 has 25 MA's), (5, 33261), (6, 33213), (9, 33165),

Gene: Cookies_38 Start: 33665, Stop: 33486, Start Num: 4
Candidate Starts for Cookies_38:
(Start: 4 @33665 has 25 MA's), (5, 33626), (6, 33578), (9, 33530),

Gene: Czyszczon1_39 Start: 33541, Stop: 33362, Start Num: 4
Candidate Starts for Czyszczon1_39:
(Start: 4 @33541 has 25 MA's), (5, 33502), (6, 33454), (9, 33406),

Gene: DrDrey_40 Start: 34878, Stop: 34699, Start Num: 4
Candidate Starts for DrDrey_40:
(Start: 4 @34878 has 25 MA's), (5, 34839), (6, 34791), (9, 34743),

Gene: Dumbo_38 Start: 33263, Stop: 33084, Start Num: 4
Candidate Starts for Dumbo_38:
(Start: 4 @33263 has 25 MA's), (5, 33224), (6, 33176), (9, 33128),

Gene: Dusk_38 Start: 34039, Stop: 33860, Start Num: 4
Candidate Starts for Dusk_38:
(Start: 4 @34039 has 25 MA's), (5, 34000), (6, 33952), (9, 33904),

Gene: Filch_40 Start: 33555, Stop: 33376, Start Num: 4
Candidate Starts for Filch_40:
(Start: 4 @33555 has 25 MA's), (5, 33516), (6, 33468), (9, 33420),

Gene: HanKaySha_39 Start: 33538, Stop: 33359, Start Num: 4
Candidate Starts for HanKaySha_39:
(Start: 4 @33538 has 25 MA's), (5, 33499), (6, 33451), (9, 33403),

Gene: Hopey_40 Start: 34073, Stop: 33894, Start Num: 4
Candidate Starts for Hopey_40:
(Start: 4 @34073 has 25 MA's), (5, 34034), (6, 33986), (9, 33938),

Gene: JeTaime_40 Start: 34597, Stop: 34418, Start Num: 4
Candidate Starts for JeTaime_40:
(Start: 4 @34597 has 25 MA's), (5, 34558), (6, 34510), (9, 34462),

Gene: Mosby_37 Start: 33300, Stop: 33121, Start Num: 4
Candidate Starts for Mosby_37:
(Start: 4 @33300 has 25 MA's), (5, 33261), (6, 33213), (9, 33165),

Gene: OrionPax_39 Start: 33541, Stop: 33362, Start Num: 4
Candidate Starts for OrionPax_39:
(Start: 4 @33541 has 25 MA's), (5, 33502), (6, 33454), (9, 33406),

Gene: Pat3_38 Start: 32597, Stop: 32397, Start Num: 3
Candidate Starts for Pat3_38:
(Start: 3 @32597 has 1 MA's), (Start: 4 @32591 has 25 MA's), (5, 32552), (6, 32504), (9, 32456),

Gene: Phrappuccino_14 Start: 9939, Stop: 9760, Start Num: 4



Candidate Starts for Phrappuccino_14:
(1, 10107), (2, 9984), (Start: 4 @9939 has 25 MA's), (6, 9852), (7, 9831),

Gene: Phrux_38 Start: 33537, Stop: 33358, Start Num: 4
Candidate Starts for Phrux_38:
(Start: 4 @33537 has 25 MA's), (5, 33498), (6, 33450), (9, 33402),

Gene: Pumpkin_41 Start: 34463, Stop: 34284, Start Num: 4
Candidate Starts for Pumpkin_41:
(Start: 4 @34463 has 25 MA's), (5, 34424), (6, 34376), (9, 34328),

Gene: Settecandela_14 Start: 9939, Stop: 9760, Start Num: 4
Candidate Starts for Settecandela_14:
(1, 10107), (2, 9984), (Start: 4 @9939 has 25 MA's), (6, 9852), (7, 9831),

Gene: Thresher_39 Start: 34550, Stop: 34371, Start Num: 4
Candidate Starts for Thresher_39:
(Start: 4 @34550 has 25 MA's), (5, 34511), (6, 34463), (9, 34415),

Gene: Tomaszewski_37 Start: 33393, Stop: 33214, Start Num: 4
Candidate Starts for Tomaszewski_37:
(Start: 4 @33393 has 25 MA's), (5, 33354), (6, 33306), (9, 33258),

Gene: Ukulele_38 Start: 33554, Stop: 33375, Start Num: 4
Candidate Starts for Ukulele_38:
(Start: 4 @33554 has 25 MA's), (5, 33515), (6, 33467), (9, 33419),


