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Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 4560 Report

This analysis was run 04/05/24 on database version 557.
Pham number 4560 has 15 members, O are drafts.

Phages represented in each track:

* Track 1 : Francis47_88

* Track 2 : SarFire_89, Thor_89

» Track 3 : Tripl3t_87

» Track 4 : Bobby 203, Constella_214, Dallas_222, ThreeRngTarjay_222
« Track 5 : MiaZeal_230, Porcelain_221, Squint_219, Lucky2013_218

« Track 6 : BAKA 229, Klein_229, Wanda_221

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 4, it was called
in 15 of the 15 non-draft genes in the pham.

Genes that call this "Most Annotated" start:

* BAKA 229, Bobby 203, Constella_214, Dallas_222, Francis47_88, Klein_229,
Lucky2013 218, MiaZeal_230, Porcelain_221, SarFire_89, Squint_219, Thor_89,
ThreeRngTarjay 222, Tripl3t_87, Wanda_221,

Genes that have the "Most Annotated" start but do not call it:

Genes that do not have the "Most Annotated" start:

Summary by start number:

Start 4:

* Found in 15 of 15 ( 100.0% ) of genes in pham

» Manual Annotations of this start: 15 of 15

* Called 100.0% of time when present

* Phage (with cluster) where this start called: BAKA_229 (J), Bobby 203 (J),
Constella_214 (J), Dallas_222 (J), Francis47_88 (A1), Klein_229 (J), Lucky2013 218
(J), MiaZeal_230 (J), Porcelain_221 (J), SarFire_89 (A1), Squint_219 (J), Thor_89
(A1), ThreeRngTarjay_222 (J), Tripl3t_87 (A1), Wanda_221 (J),



Summary by clusters:
There are 2 clusters represented in this pham: Al, J,

Info for manual annotations of cluster Al:
Start number 4 was manually annotated 4 times for cluster Al.

Info for manual annotations of cluster J:
*Start number 4 was manually annotated 11 times for cluster J.

Gene Information:

Gene: BAKA_229 Start: 108004, Stop: 107723, Start Num: 4

Candidate Starts for BAKA 229:

(1, 108190), (Start: 4 @108004 has 15 MA's), (5, 107995), (10, 107947), (16, 107878), (17, 107872),
(19, 107824), (24, 107749),

Gene: Bobby 203 Start: 105488, Stop: 105207, Start Num: 4

Candidate Starts for Bobby 203:

(1, 105674), (2, 105644), (Start: 4 @105488 has 15 MA's), (5, 105479), (10, 105431), (16, 105362),
(17, 105356), (19, 105308), (24, 105233),

Gene: Constella_214 Start: 105716, Stop: 105435, Start Num: 4

Candidate Starts for Constella_214:

(1, 105902), (2, 105872), (Start: 4 @105716 has 15 MA's), (5, 105707), (10, 105659), (16, 105590),
(17, 105584), (19, 105536), (24, 105461),

Gene: Dallas_222 Start: 106325, Stop: 106044, Start Num: 4

Candidate Starts for Dallas_222:

(1, 106511), (2, 106481), (Start: 4 @106325 has 15 MA's), (5, 106316), (10, 106268), (16, 106199),
(17, 106193), (19, 106145), (24, 106070),

Gene: Francis47_88 Start: 51501, Stop: 51232, Start Num: 4

Candidate Starts for Francis47_88:

(Start: 4 @51501 has 15 MA's), (6, 51477), (8, 51462), (9, 51447), (10, 51444), (13, 51408), (19,
51318), (20, 51303), (23, 51246), (24, 51243),

Gene: Klein_229 Start: 106710, Stop: 106429, Start Num: 4

Candidate Starts for Klein_229:

(1, 106896), (Start: 4 @106710 has 15 MA's), (5, 106701), (10, 106653), (16, 106584), (17, 106578),
(19, 106530), (24, 106455),

Gene: Lucky2013 218 Start: 102886, Stop: 102605, Start Num: 4

Candidate Starts for Lucky2013 218:

(3, 102931), (Start: 4 @102886 has 15 MA's), (5, 102877), (10, 102829), (16, 102760), (17, 102754),
(19, 102706), (24, 102631),

Gene: MiaZeal_230 Start: 105025, Stop: 104744, Start Num: 4

Candidate Starts for MiaZeal 230:

(3, 105070), (Start: 4 @105025 has 15 MA's), (5, 105016), (10, 104968), (16, 104899), (17, 104893),
(19, 104845), (24, 104770),



Gene: Porcelain_221 Start: 103833, Stop: 103552, Start Num: 4

Candidate Starts for Porcelain_221:

(3, 103878), (Start: 4 @103833 has 15 MA's), (5, 103824), (10, 103776), (16, 103707), (17, 103701),
(19, 103653), (24, 103578),

Gene: SarFire_89 Start: 50660, Stop: 50391, Start Num: 4

Candidate Starts for SarFire_89:

(Start: 4 @50660 has 15 MA's), (7, 50624), (8, 50621), (9, 50606), (10, 50603), (11, 50600), (12,
50582), (14, 50564), (15, 50537), (18, 50498), (21, 50444), (22, 50414), (23, 50405),

Gene: Squint_219 Start: 104469, Stop: 104188, Start Num: 4

Candidate Starts for Squint_219:

(3, 104514), (Start: 4 @104469 has 15 MA's), (5, 104460), (10, 104412), (16, 104343), (17, 104337),
(19, 104289), (24, 104214),

Gene: Thor_89 Start: 50018, Stop: 49749, Start Num: 4

Candidate Starts for Thor_89:

(Start: 4 @50018 has 15 MA's), (7, 49982), (8, 49979), (9, 49964), (10, 49961), (11, 49958), (12,
49940), (14, 49922), (15, 49895), (18, 49856), (21, 49802), (22, 49772), (23, 49763),

Gene: ThreeRngTarjay_222 Start: 107939, Stop: 107658, Start Num: 4

Candidate Starts for ThreeRngTarjay_222:

(1, 108125), (2, 108095), (Start: 4 @107939 has 15 MA's), (5, 107930), (10, 107882), (16, 107813),
(17, 107807), (19, 107759), (24, 107684),

Gene: Tripl3t_87 Start: 51647, Stop: 51378, Start Num: 4

Candidate Starts for Tripl3t_87:

(Start: 4 @51647 has 15 MA's), (6, 51623), (7, 51611), (8, 51608), (9, 51593), (10, 51590), (19,
51464), (20, 51449), (23, 51392), (24, 51389),

Gene: Wanda_221 Start: 104340, Stop: 104059, Start Num: 4

Candidate Starts for Wanda_221:

(1, 104526), (Start: 4 @104340 has 15 MA's), (5, 104331), (10, 104283), (16, 104214), (17, 104208),
(19, 104160), (24, 104085),



