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Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 5042 Report

This analysis was run 04/05/24 on database version 557.

Pham number 5042 has 13 members, 1 are drafts.

Phages represented in each track:
• Track 1 : Salgado_33
• Track 2 : Kovu_35
• Track 3 : LiSara_32
• Track 4 : Waltz_29
• Track 5 : Shrooms_29
• Track 6 : Laroye_33
• Track 7 : Edmundo_32
• Track 8 : Wheelbite_32
• Track 9 : Kharcho_2, Ottawa_105, Kharcho_105, Ottawa_2
• Track 10 : ValentiniPuff_60

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 4, it was called
in 12 of the 12 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
• Edmundo_32, Kharcho_105, Kharcho_2, Kovu_35, Laroye_33, LiSara_32,
Ottawa_105, Ottawa_2, Salgado_33, Shrooms_29, ValentiniPuff_60, Waltz_29,
Wheelbite_32,

Genes that have the "Most Annotated" start but do not call it:
•

Genes that do not have the "Most Annotated" start:
•

Summary by start number:

Start 4:
• Found in 13 of 13 ( 100.0% ) of genes in pham
• Manual Annotations of this start: 12 of 12
• Called 100.0% of time when present



• Phage (with cluster) where this start called: Edmundo_32 (AL), Kharcho_105 (FM),
Kharcho_2 (FM), Kovu_35 (AL), Laroye_33 (AL), LiSara_32 (AL), Ottawa_105 (FM),
Ottawa_2 (FM), Salgado_33 (AL), Shrooms_29 (AL), ValentiniPuff_60 (singleton),
Waltz_29 (AL), Wheelbite_32 (AL),

Summary by clusters:

There are 3 clusters represented in this pham: singleton, AL, FM,

Info for manual annotations of cluster AL:
•Start number 4 was manually annotated 7 times for cluster AL.

Info for manual annotations of cluster FM:
•Start number 4 was manually annotated 4 times for cluster FM.

Gene Information:
Gene: Edmundo_32 Start: 23842, Stop: 24240, Start Num: 4
Candidate Starts for Edmundo_32:
(Start: 4 @23842 has 12 MA's), (5, 23866), (9, 23917), (12, 23944), (17, 23998), (21, 24061), (22,
24067), (23, 24070), (25, 24094), (28, 24193), (29, 24208), (30, 24229),

Gene: Kharcho_2 Start: 528, Stop: 935, Start Num: 4
Candidate Starts for Kharcho_2:
(Start: 4 @528 has 12 MA's), (5, 552), (6, 585),

Gene: Kharcho_105 Start: 63148, Stop: 63555, Start Num: 4
Candidate Starts for Kharcho_105:
(Start: 4 @63148 has 12 MA's), (5, 63172), (6, 63205),

Gene: Kovu_35 Start: 23412, Stop: 23813, Start Num: 4
Candidate Starts for Kovu_35:
(Start: 4 @23412 has 12 MA's), (5, 23436), (8, 23475), (16, 23562), (19, 23616), (20, 23619), (21,
23631), (22, 23637), (27, 23742),

Gene: Laroye_33 Start: 23588, Stop: 23983, Start Num: 4
Candidate Starts for Laroye_33:
(1, 23444), (Start: 4 @23588 has 12 MA's), (10, 23678), (11, 23681), (17, 23744), (18, 23777), (21,
23807), (23, 23816), (25, 23840), (26, 23858), (27, 23918), (28, 23939), (29, 23954), (30, 23975),

Gene: LiSara_32 Start: 23531, Stop: 23926, Start Num: 4
Candidate Starts for LiSara_32:
(Start: 4 @23531 has 12 MA's), (10, 23621), (11, 23624), (17, 23687), (18, 23720), (21, 23750), (23,
23759), (25, 23783), (26, 23801), (27, 23861), (28, 23882), (29, 23897), (30, 23918),

Gene: Ottawa_105 Start: 63098, Stop: 63505, Start Num: 4
Candidate Starts for Ottawa_105:
(Start: 4 @63098 has 12 MA's), (5, 63122), (6, 63155),

Gene: Ottawa_2 Start: 528, Stop: 935, Start Num: 4
Candidate Starts for Ottawa_2:



(Start: 4 @528 has 12 MA's), (5, 552), (6, 585),

Gene: Salgado_33 Start: 23539, Stop: 23934, Start Num: 4
Candidate Starts for Salgado_33:
(1, 23395), (Start: 4 @23539 has 12 MA's), (10, 23629), (11, 23632), (17, 23695), (18, 23728), (21,
23758), (23, 23767), (25, 23791), (26, 23809), (27, 23869), (28, 23890), (29, 23905), (30, 23926),

Gene: Shrooms_29 Start: 20923, Stop: 21321, Start Num: 4
Candidate Starts for Shrooms_29:
(Start: 4 @20923 has 12 MA's), (5, 20947), (7, 20983), (9, 20998), (18, 21112), (21, 21142), (26,
21193), (28, 21274), (30, 21310),

Gene: ValentiniPuff_60 Start: 30314, Stop: 30712, Start Num: 4
Candidate Starts for ValentiniPuff_60:
(2, 30245), (3, 30287), (Start: 4 @30314 has 12 MA's), (13, 30431), (14, 30434), (15, 30437), (16,
30458), (17, 30464), (18, 30497), (21, 30527), (24, 30539), (26, 30578),

Gene: Waltz_29 Start: 21003, Stop: 21401, Start Num: 4
Candidate Starts for Waltz_29:
(Start: 4 @21003 has 12 MA's), (5, 21027), (16, 21153), (17, 21159), (21, 21222), (26, 21273), (28,
21354), (30, 21390),

Gene: Wheelbite_32 Start: 23706, Stop: 24104, Start Num: 4
Candidate Starts for Wheelbite_32:
(Start: 4 @23706 has 12 MA's), (5, 23730), (12, 23808), (25, 23958), (28, 24057), (29, 24072), (30,
24093),


