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Pham 5242



Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 5242 Report

This analysis was run 04/05/24 on database version 557.

Pham number 5242 has 15 members, 0 are drafts.

Phages represented in each track:
• Track 1 : Belfort_209, Stigma_208, Karp_205
• Track 2 : Patelgo_214, Moab_212
• Track 3 : Phredrick_213, Emma1919_211, Forrest_211
• Track 4 : Kenrey_214
• Track 5 : Jada_210, Gilson_208
• Track 6 : Francob_213
• Track 7 : MeganTheeKilla_213
• Track 8 : Comrade_206
• Track 9 : SparkleGoddess_209

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 3, it was called
in 15 of the 15 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
• Belfort_209, Comrade_206, Emma1919_211, Forrest_211, Francob_213,
Gilson_208, Jada_210, Karp_205, Kenrey_214, MeganTheeKilla_213, Moab_212,
Patelgo_214, Phredrick_213, SparkleGoddess_209, Stigma_208,

Genes that have the "Most Annotated" start but do not call it:
•

Genes that do not have the "Most Annotated" start:
•

Summary by start number:

Start 3:
• Found in 15 of 15 ( 100.0% ) of genes in pham
• Manual Annotations of this start: 15 of 15
• Called 100.0% of time when present
• Phage (with cluster) where this start called: Belfort_209 (BK1), Comrade_206 (BK1),
Emma1919_211 (BK1), Forrest_211 (BK1), Francob_213 (BK1), Gilson_208 (BK1),



Jada_210 (BK1), Karp_205 (BK1), Kenrey_214 (BK1), MeganTheeKilla_213 (BK1),
Moab_212 (BK1), Patelgo_214 (BK1), Phredrick_213 (BK1), SparkleGoddess_209
(BK1), Stigma_208 (BK1),

Summary by clusters:

There is one cluster represented in this pham: BK1

Info for manual annotations of cluster BK1:
•Start number 3 was manually annotated 15 times for cluster BK1.

Gene Information:
Gene: Belfort_209 Start: 105014, Stop: 105220, Start Num: 3
Candidate Starts for Belfort_209:
(2, 105002), (Start: 3 @105014 has 15 MA's), (4, 105023), (5, 105035), (6, 105062), (8, 105188),

Gene: Comrade_206 Start: 105214, Stop: 105420, Start Num: 3
Candidate Starts for Comrade_206:
(2, 105202), (Start: 3 @105214 has 15 MA's), (4, 105223), (5, 105235),

Gene: Emma1919_211 Start: 103663, Stop: 103869, Start Num: 3
Candidate Starts for Emma1919_211:
(1, 103636), (Start: 3 @103663 has 15 MA's), (4, 103672), (5, 103684), (9, 103855),

Gene: Forrest_211 Start: 104629, Stop: 104835, Start Num: 3
Candidate Starts for Forrest_211:
(1, 104602), (Start: 3 @104629 has 15 MA's), (4, 104638), (5, 104650), (9, 104821),

Gene: Francob_213 Start: 104680, Stop: 104886, Start Num: 3
Candidate Starts for Francob_213:
(2, 104668), (Start: 3 @104680 has 15 MA's), (4, 104689), (5, 104701), (6, 104728),

Gene: Gilson_208 Start: 103186, Stop: 103392, Start Num: 3
Candidate Starts for Gilson_208:
(2, 103174), (Start: 3 @103186 has 15 MA's), (4, 103195), (5, 103207), (9, 103378),

Gene: Jada_210 Start: 103862, Stop: 104068, Start Num: 3
Candidate Starts for Jada_210:
(2, 103850), (Start: 3 @103862 has 15 MA's), (4, 103871), (5, 103883), (9, 104054),

Gene: Karp_205 Start: 105381, Stop: 105587, Start Num: 3
Candidate Starts for Karp_205:
(2, 105369), (Start: 3 @105381 has 15 MA's), (4, 105390), (5, 105402), (6, 105429), (8, 105555),

Gene: Kenrey_214 Start: 104406, Stop: 104612, Start Num: 3
Candidate Starts for Kenrey_214:
(2, 104394), (Start: 3 @104406 has 15 MA's), (4, 104415), (5, 104427), (6, 104454), (9, 104598),

Gene: MeganTheeKilla_213 Start: 104060, Stop: 104266, Start Num: 3
Candidate Starts for MeganTheeKilla_213:



(Start: 3 @104060 has 15 MA's), (4, 104069), (5, 104081), (9, 104252),

Gene: Moab_212 Start: 106685, Stop: 106891, Start Num: 3
Candidate Starts for Moab_212:
(2, 106673), (Start: 3 @106685 has 15 MA's), (4, 106694), (5, 106706), (6, 106733), (7, 106766),

Gene: Patelgo_214 Start: 107326, Stop: 107532, Start Num: 3
Candidate Starts for Patelgo_214:
(2, 107314), (Start: 3 @107326 has 15 MA's), (4, 107335), (5, 107347), (6, 107374), (7, 107407),

Gene: Phredrick_213 Start: 103459, Stop: 103665, Start Num: 3
Candidate Starts for Phredrick_213:
(1, 103432), (Start: 3 @103459 has 15 MA's), (4, 103468), (5, 103480), (9, 103651),

Gene: SparkleGoddess_209 Start: 105442, Stop: 105648, Start Num: 3
Candidate Starts for SparkleGoddess_209:
(Start: 3 @105442 has 15 MA's), (4, 105451), (5, 105463), (6, 105490), (8, 105616),

Gene: Stigma_208 Start: 105648, Stop: 105854, Start Num: 3
Candidate Starts for Stigma_208:
(2, 105636), (Start: 3 @105648 has 15 MA's), (4, 105657), (5, 105669), (6, 105696), (8, 105822),


