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Pham 5920



Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 5920 Report

This analysis was run 03/30/24 on database version 556.

Pham number 5920 has 17 members, 6 are drafts.

Phages represented in each track:
• Track 1 : HangryHippo_237, Lululemon_236, PacManQ_237, Cursive_239,
BlueOtter_237, Leo04_237, Cross_235
• Track 2 : Sushi23_237, Larnav_243, Pepperwood_236
• Track 3 : Teutsch_235, EGole_242
• Track 4 : Bmoc_242, Bartholomune_235
• Track 5 : Tribute_232
• Track 6 : Mugiwara_256
• Track 7 : LukeCage_247

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 3, it was called
in 10 of the 11 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
• Bartholomune_235, BlueOtter_237, Bmoc_242, Cross_235, Cursive_239,
EGole_242, HangryHippo_237, Larnav_243, Leo04_237, Lululemon_236,
PacManQ_237, Pepperwood_236, Sushi23_237, Teutsch_235, Tribute_232,

Genes that have the "Most Annotated" start but do not call it:
•

Genes that do not have the "Most Annotated" start:
• LukeCage_247, Mugiwara_256,

Summary by start number:

Start 1:
• Found in 2 of 17 ( 11.8% ) of genes in pham
• Manual Annotations of this start: 1 of 11
• Called 100.0% of time when present
• Phage (with cluster) where this start called: LukeCage_247 (BE2), Mugiwara_256
(BE2),



Start 3:
• Found in 15 of 17 ( 88.2% ) of genes in pham
• Manual Annotations of this start: 10 of 11
• Called 100.0% of time when present
• Phage (with cluster) where this start called: Bartholomune_235 (BE1),
BlueOtter_237 (BE1), Bmoc_242 (BE1), Cross_235 (BE1), Cursive_239 (BE1),
EGole_242 (BE1), HangryHippo_237 (BE1), Larnav_243 (BE1), Leo04_237 (BE1),
Lululemon_236 (BE1), PacManQ_237 (BE1), Pepperwood_236 (BE1), Sushi23_237
(BE1), Teutsch_235 (BE1), Tribute_232 (BE1),

Summary by clusters:

There are 2 clusters represented in this pham: BE2, BE1,

Info for manual annotations of cluster BE1:
•Start number 3 was manually annotated 10 times for cluster BE1.

Info for manual annotations of cluster BE2:
•Start number 1 was manually annotated 1 time for cluster BE2.

Gene Information:
Gene: Bartholomune_235 Start: 116212, Stop: 116388, Start Num: 3
Candidate Starts for Bartholomune_235:
(Start: 3 @116212 has 10 MA's), (8, 116275), (13, 116353),

Gene: BlueOtter_237 Start: 116390, Stop: 116566, Start Num: 3
Candidate Starts for BlueOtter_237:
(Start: 3 @116390 has 10 MA's), (5, 116417), (8, 116453), (13, 116531),

Gene: Bmoc_242 Start: 116984, Stop: 117160, Start Num: 3
Candidate Starts for Bmoc_242:
(Start: 3 @116984 has 10 MA's), (8, 117047), (13, 117125),

Gene: Cross_235 Start: 117035, Stop: 117211, Start Num: 3
Candidate Starts for Cross_235:
(Start: 3 @117035 has 10 MA's), (5, 117062), (8, 117098), (13, 117176),

Gene: Cursive_239 Start: 117142, Stop: 117318, Start Num: 3
Candidate Starts for Cursive_239:
(Start: 3 @117142 has 10 MA's), (5, 117169), (8, 117205), (13, 117283),

Gene: EGole_242 Start: 119616, Stop: 119792, Start Num: 3
Candidate Starts for EGole_242:
(Start: 3 @119616 has 10 MA's), (5, 119643), (8, 119679), (9, 119682), (10, 119712), (13, 119757),

Gene: HangryHippo_237 Start: 116390, Stop: 116566, Start Num: 3
Candidate Starts for HangryHippo_237:
(Start: 3 @116390 has 10 MA's), (5, 116417), (8, 116453), (13, 116531),

Gene: Larnav_243 Start: 117308, Stop: 117484, Start Num: 3



Candidate Starts for Larnav_243:
(2, 117302), (Start: 3 @117308 has 10 MA's), (4, 117320), (6, 117362), (9, 117374), (13, 117449),

Gene: Leo04_237 Start: 117421, Stop: 117597, Start Num: 3
Candidate Starts for Leo04_237:
(Start: 3 @117421 has 10 MA's), (5, 117448), (8, 117484), (13, 117562),

Gene: LukeCage_247 Start: 115445, Stop: 115627, Start Num: 1
Candidate Starts for LukeCage_247:
(Start: 1 @115445 has 1 MA's), (7, 115514), (8, 115520), (12, 115592), (13, 115598),

Gene: Lululemon_236 Start: 116195, Stop: 116371, Start Num: 3
Candidate Starts for Lululemon_236:
(Start: 3 @116195 has 10 MA's), (5, 116222), (8, 116258), (13, 116336),

Gene: Mugiwara_256 Start: 115984, Stop: 116166, Start Num: 1
Candidate Starts for Mugiwara_256:
(Start: 1 @115984 has 1 MA's), (8, 116059), (11, 116119), (12, 116131), (13, 116137),

Gene: PacManQ_237 Start: 116195, Stop: 116371, Start Num: 3
Candidate Starts for PacManQ_237:
(Start: 3 @116195 has 10 MA's), (5, 116222), (8, 116258), (13, 116336),

Gene: Pepperwood_236 Start: 117087, Stop: 117263, Start Num: 3
Candidate Starts for Pepperwood_236:
(2, 117081), (Start: 3 @117087 has 10 MA's), (4, 117099), (6, 117141), (9, 117153), (13, 117228),

Gene: Sushi23_237 Start: 118145, Stop: 118321, Start Num: 3
Candidate Starts for Sushi23_237:
(2, 118139), (Start: 3 @118145 has 10 MA's), (4, 118157), (6, 118199), (9, 118211), (13, 118286),

Gene: Teutsch_235 Start: 117510, Stop: 117686, Start Num: 3
Candidate Starts for Teutsch_235:
(Start: 3 @117510 has 10 MA's), (5, 117537), (8, 117573), (9, 117576), (10, 117606), (13, 117651),

Gene: Tribute_232 Start: 117675, Stop: 117851, Start Num: 3
Candidate Starts for Tribute_232:
(2, 117669), (Start: 3 @117675 has 10 MA's), (4, 117687), (5, 117702), (8, 117738), (13, 117816),


