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Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 6009 Report

This analysis was run 04/05/24 on database version 557.
Pham number 6009 has 10 members, 1 are drafts.

Phages represented in each track:

» Track 1 : BabyGotBac_53, Asis_52, TP1604_52, BayC_52, Salete_52, Maih_51
* Track 2 : RainyPolka_52

» Track 3 : Abt2graduatex2_53

* Track 4 : YDN12_53

» Track 5 : Xkcd426_55

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 5, it was called
in 9 of the 9 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
» Abt2graduatex2_53, Asis_52, BabyGotBac_53, BayC_ 52, Maih_51, RainyPolka_52,
Salete 52, TP1604 _ 52 Xkcd426 55, YDN12 53

Genes that have the "Most Annotated" start but do not call it:

Genes that do not have the "Most Annotated" start:

Summary by start number:

Start 5:

* Found in 10 of 10 ( 100.0% ) of genes in pham

» Manual Annotations of this start: 9 of 9

* Called 100.0% of time when present

» Phage (with cluster) where this start called: Abt2graduatex2_53 (BG), Asis_52 (BG),
BabyGotBac_53 (BG), BayC_52 (BG), Maih_51 (BG), RainyPolka 52 (BG),
Salete_52 (BG), TP1604 _ 52 (BG), Xkcd426_55 (BG), YDN12_53 (BG),

Summary by clusters:

There is one cluster represented in this pham: BG



Info for manual annotations of cluster BG:
«Start number 5 was manually annotated 9 times for cluster BG.

Gene Information:

Gene: Abt2graduatex2_53 Start: 44025, Stop: 44708, Start Num: 5

Candidate Starts for Abt2graduatex2_53:

(4, 43950), (Start: 5 @44025 has 9 MA's), (6, 44076), (9, 44106), (11, 44139), (13, 44151), (14,
44163), (18, 44229), (19, 44265), (21, 44289), (24, 44355), (32, 44484), (39, 44538), (42, 44658), (43,
44679),

Gene: Asis_52 Start: 43389, Stop: 44084, Start Num: 5

Candidate Starts for Asis_52:

(Start: 5 @43389 has 9 MA's), (9, 43470), (11, 43503), (13, 43515), (14, 43527), (15, 43551), (18,
43593), (20, 43641), (21, 43647), (22, 43704), (24, 43713), (26, 43755), (27, 43809), (29, 43842), (32,
43863), (34, 43890), (35, 43893), (36, 43896), (37, 43914), (38, 43917), (39, 43938), (41, 43998), (43,
44055),

Gene: BabyGotBac_53 Start: 43401, Stop: 44096, Start Num: 5

Candidate Starts for BabyGotBac_53:

(Start: 5 @43401 has 9 MA's), (9, 43482), (11, 43515), (13, 43527), (14, 43539), (15, 43563), (18,
43605), (20, 43653), (21, 43659), (22, 43716), (24, 43725), (26, 43767), (27, 43821), (29, 43854), (32,
43875), (34, 43902), (35, 43905), (36, 43908), (37, 43926), (38, 43929), (39, 43950), (41, 44010), (43,
44067),

Gene: BayC_52 Start: 43387, Stop: 44082, Start Num: 5

Candidate Starts for BayC_52:

(Start: 5 @43387 has 9 MA's), (9, 43468), (11, 43501), (13, 43513), (14, 43525), (15, 43549), (18,
43591), (20, 43639), (21, 43645), (22, 43702), (24, 43711), (26, 43753), (27, 43807), (29, 43840), (32,
43861), (34, 43888), (35, 43891), (36, 43894), (37, 43912), (38, 43915), (39, 43936), (41, 43996), (43,
44053),

Gene: Maih_51 Start: 43388, Stop: 44083, Start Num: 5

Candidate Starts for Maih_51.:

(Start: 5 @43388 has 9 MA's), (9, 43469), (11, 43502), (13, 43514), (14, 43526), (15, 43550), (18,
43592), (20, 43640), (21, 43646), (22, 43703), (24, 43712), (26, 43754), (27, 43808), (29, 43841), (32,
43862), (34, 43889), (35, 43892), (36, 43895), (37, 43913), (38, 43916), (39, 43937), (41, 43997), (43,
44054),

Gene: RainyPolka_52 Start: 43405, Stop: 44088, Start Num: 5

Candidate Starts for RainyPolka_52:

(1, 42928), (2, 43138), (Start: 5 @43405 has 9 MA's), (6, 43456), (7, 43462), (8, 43471), (9, 43486),
(11, 43519), (13, 43531), (14, 43543), (15, 43567), (16, 43573), (18, 43621), (19, 43657), (21, 43681),
(23, 43744), (24, 43747), (25, 43762), (32, 43876), (39, 43930), (40, 43966), (42, 44038), (43, 44059),

Gene: Salete_52 Start: 43387, Stop: 44082, Start Num: 5

Candidate Starts for Salete_52:

(Start: 5 @43387 has 9 MA's), (9, 43468), (11, 43501), (13, 43513), (14, 43525), (15, 43549), (18,
43591), (20, 43639), (21, 43645), (22, 43702), (24, 43711), (26, 43753), (27, 43807), (29, 43840), (32,
43861), (34, 43888), (35, 43891), (36, 43894), (37, 43912), (38, 43915), (39, 43936), (41, 43996), (43,



44053),

Gene: TP1604_52 Start: 43404, Stop: 44099, Start Num: 5

Candidate Starts for TP1604_52:

(Start: 5 @43404 has 9 MA's), (9, 43485), (11, 43518), (13, 43530), (14, 43542), (15, 43566), (18,
43608), (20, 43656), (21, 43662), (22, 43719), (24, 43728), (26, 43770), (27, 43824), (29, 43857), (32,
43878), (34, 43905), (35, 43908), (36, 43911), (37, 43929), (38, 43932), (39, 43953), (41, 44013), (43,
44070),

Gene: Xkcd426_ 55 Start: 48850, Stop: 49818, Start Num: 5

Candidate Starts for Xkcd426 55:

(3, 48772), (Start: 5 @48850 has 9 MA's), (7, 48907), (9, 48931), (10, 48946), (12, 48967), (13,
48976), (14, 48988), (15, 49012), (17, 49018), (28, 49276), (29, 49288), (30, 49303), (31, 49306), (33,
49318), (44, 49537), (45, 49576), (46, 49681), (47, 49696), (48, 49762), (49, 49765),

Gene: YDN12_53 Start: 42975, Stop: 43655, Start Num: 5

Candidate Starts for YDN12_53:

(4, 42900), (Start: 5 @42975 has 9 MA's), (9, 43056), (11, 43089), (13, 43101), (14, 43113), (15,
43137), (18, 43179), (19, 43215), (22, 43290), (24, 43299), (27, 43380), (29, 43413), (32, 43434), (34,
43461), (35, 43464), (36, 43467), (37, 43485), (38, 43488), (39, 43509), (41, 43569), (43, 43626),



