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Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 6944 Report

This analysis was run 04/05/24 on database version 557.
Pham number 6944 has 7 members, 2 are drafts.

Phages represented in each track:

* Track 1 : LittleTokyo 72

* Track 2 : phiSASD1_3

» Track 3 : MisterCuddles_68, Ruby 66, Girr_68
* Track 4 : ChewyVIll_79

* Track 5 : Pine5_02

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 8, it was called
in 3 of the 5 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
* Girr_68, MisterCuddles_68, Ruby_ 66,

Genes that have the "Most Annotated" start but do not call it:

Genes that do not have the "Most Annotated" start:
* ChewyVIIl_79, LittleTokyo_72, Pine5_02, phiSASD1_3,

Summary by start number:

Start 6:

* Found in 1 of 7 ( 14.3% ) of genes in pham

* No Manual Annotations of this start.

* Called 100.0% of time when present

» Phage (with cluster) where this start called: phiSASD1_3 (BJ),

Start 7:

* Found in 1 of 7 ( 14.3% ) of genes in pham

» Manual Annotations of this start: 1 of 5

* Called 100.0% of time when present

» Phage (with cluster) where this start called: ChewyVIll_79 (singleton),



Start 8:

* Found in 3 of 7 (42.9% ) of genes in pham

» Manual Annotations of this start: 3 of 5

* Called 100.0% of time when present

* Phage (with cluster) where this start called: Girr_68 (F1), MisterCuddles_68 (F1),
Ruby 66 (F1),

Start 9:

* Found in 1 of 7 ( 14.3% ) of genes in pham

* No Manual Annotations of this start.

* Called 100.0% of time when present

* Phage (with cluster) where this start called: Pine5_02 (singleton),

Start 15:

* Found in 1 of 7 ( 14.3% ) of genes in pham

» Manual Annotations of this start: 1 of 5

* Called 100.0% of time when present

* Phage (with cluster) where this start called: LittleTokyo_72 (AS2),

Summary by clusters:
There are 4 clusters represented in this pham: F1, singleton, BJ, AS2,

Info for manual annotations of cluster AS2:
«Start number 15 was manually annotated 1 time for cluster AS2.

Info for manual annotations of cluster F1:
Start number 8 was manually annotated 3 times for cluster F1.

Gene Information:

Gene: ChewyVIII_79 Start: 57985, Stop: 57056, Start Num: 7

Candidate Starts for ChewyVIIl_79:

(1, 58660), (2, 58399), (3, 58102), (4, 58084), (Start: 7 @57985 has 1 MA's), (11, 57961), (14, 57901),
(16, 57868), (18, 57865), (23, 57796), (27, 57733), (36, 57547), (39, 57499), (47, 57388), (48, 57382),
(51, 57355), (53, 57331), (59, 57286), (63, 57211), (64, 57184),

Gene: Girr_68 Start: 45079, Stop: 45993, Start Num: 8

Candidate Starts for Girr_68:

(Start: 8 @45079 has 3 MA's), (10, 45091), (11, 45094), (17, 45175), (19, 45178), (23, 45232), (28,
45295), (29, 45307), (32, 45391), (34, 45433), (35, 45490), (38, 45538), (40, 45553), (41, 45577), (42,
45580), (44, 45643), (50, 45679), (52, 45697), (53, 45715), (57, 45742), (59, 45760), (60, 45775), (61,
45805), (65, 45883), (68, 45937), (69, 45946), (71, 45964), (72, 45970),

Gene: LittleTokyo_72 Start: 37409, Stop: 38326, Start Num: 15

Candidate Starts for LittleTokyo 72:

(Start: 15 @37409 has 1 MA's), (18, 37427), (19, 37430), (21, 37451), (25, 37502), (26, 37505), (27,
37550), (28, 37553), (31, 37625), (33, 37679), (36, 37739), (37, 37766), (38, 37775), (40, 37790), (41,
37814), (42, 37817), (43, 37865), (45, 37883), (46, 37892), (47, 37895), (48, 37901), (52, 37934), (57,
37976), (58, 37988), (59, 37994), (63, 38069), (66, 38120), (67, 38138), (74, 38252), (75, 38294), (76,



38312),

Gene: MisterCuddles_68 Start: 45079, Stop: 45993, Start Num: 8

Candidate Starts for MisterCuddles_68:

(Start: 8 @45079 has 3 MA's), (10, 45091), (11, 45094), (17, 45175), (19, 45178), (23, 45232), (28,
45295), (29, 45307), (32, 45391), (34, 45433), (35, 45490), (38, 45538), (40, 45553), (41, 45577), (42,
45580), (44, 45643), (50, 45679), (52, 45697), (53, 45715), (57, 45742), (59, 45760), (60, 45775), (61,
45805), (65, 45883), (68, 45937), (69, 45946), (71, 45964), (72, 45970),

Gene: Pine5_02 Start: 2631, Stop: 1714, Start Num: 9

Candidate Starts for Pine5_02:

(5, 2667), (9, 2631), (13, 2571), (22, 2496), (36, 2229), (41, 2154), (42, 2151), (46, 2076), (49, 2058),
(50, 2052), (52, 2034), (53, 2016), (54, 2013), (56, 1998), (59, 1971), (61, 1926), (62, 1920), (70,
1770),

Gene: Ruby 66 Start: 45080, Stop: 45994, Start Num: 8

Candidate Starts for Ruby_66:

(Start: 8 @45080 has 3 MA's), (10, 45092), (11, 45095), (17, 45176), (19, 45179), (23, 45233), (28,
45296), (29, 45308), (32, 45392), (34, 45434), (35, 45491), (38, 45539), (40, 45554), (41, 45578), (42,
45581), (44, 45644), (50, 45680), (52, 45698), (53, 45716), (57, 45743), (59, 45761), (60, 45776), (61,
45806), (65, 45884), (68, 45938), (69, 45947), (71, 45965), (72, 45971),

Gene: phiSASD1_3 Start: 20337, Stop: 21287, Start Num: 6

Candidate Starts for phiSASD1_3:

(6, 20337), (12, 20409), (13, 20418), (20, 20475), (24, 20517), (30, 20625), (31, 20646), (36, 20760),
(37, 20787), (46, 20913), (47, 20916), (52, 20955), (53, 20973), (55, 20985), (59, 21018), (73, 21234),



