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Pham 7381



Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 7381 Report

This analysis was run 04/05/24 on database version 557.

Pham number 7381 has 6 members, 1 are drafts.

Phages represented in each track:
• Track 1 : Zuko_84
• Track 2 : KimJongPhill_88
• Track 3 : Stormageddon_21
• Track 4 : RedWattleHog_21
• Track 5 : Finch_27
• Track 6 : E3_gp102

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 1, it was called
in 2 of the 5 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
• KimJongPhill_88, Zuko_84,

Genes that have the "Most Annotated" start but do not call it:
•

Genes that do not have the "Most Annotated" start:
• E3_gp102, Finch_27, RedWattleHog_21, Stormageddon_21,

Summary by start number:

Start 1:
• Found in 2 of 6 ( 33.3% ) of genes in pham
• Manual Annotations of this start: 2 of 5
• Called 100.0% of time when present
• Phage (with cluster) where this start called: KimJongPhill_88 (BR), Zuko_84 (BR),

Start 3:
• Found in 1 of 6 ( 16.7% ) of genes in pham
• Manual Annotations of this start: 1 of 5
• Called 100.0% of time when present
• Phage (with cluster) where this start called: Finch_27 (singleton),



Start 7:
• Found in 5 of 6 ( 83.3% ) of genes in pham
• Manual Annotations of this start: 2 of 5
• Called 60.0% of time when present
• Phage (with cluster) where this start called: E3_gp102 (singleton),
RedWattleHog_21 (DX), Stormageddon_21 (DX),

Summary by clusters:

There are 3 clusters represented in this pham: singleton, DX, BR,

Info for manual annotations of cluster BR:
•Start number 1 was manually annotated 2 times for cluster BR.

Info for manual annotations of cluster DX:
•Start number 7 was manually annotated 2 times for cluster DX.

Gene Information:
Gene: E3_gp102 Start: 59014, Stop: 60201, Start Num: 7
Candidate Starts for E3_gp102:
(4, 58960), (Start: 7 @59014 has 2 MA's), (34, 59461), (53, 59839), (68, 60031), (74, 60133),

Gene: Finch_27 Start: 22823, Stop: 24097, Start Num: 3
Candidate Starts for Finch_27:
(Start: 3 @22823 has 1 MA's), (Start: 7 @22886 has 2 MA's), (12, 22952), (15, 23015), (19, 23060),
(23, 23117), (24, 23126), (25, 23150), (26, 23153), (28, 23225), (29, 23231), (31, 23252), (32, 23255),
(33, 23327), (35, 23351), (37, 23426), (38, 23447), (43, 23564), (46, 23603), (47, 23615), (48, 23651),
(51, 23702), (52, 23708), (54, 23735), (57, 23762), (59, 23771), (60, 23777), (62, 23849), (63, 23855),
(64, 23876), (65, 23891), (71, 23993), (74, 24023), (75, 24050), (76, 24062), (77, 24065), (79, 24083),
(80, 24089),

Gene: KimJongPhill_88 Start: 66318, Stop: 64918, Start Num: 1
Candidate Starts for KimJongPhill_88:
(Start: 1 @66318 has 2 MA's), (2, 66240), (Start: 7 @66165 has 2 MA's), (9, 66129), (13, 66027), (14,
66012), (16, 65997), (20, 65961), (30, 65778), (40, 65520), (41, 65517), (49, 65364), (50, 65355), (52,
65340), (61, 65244), (70, 65106), (71, 65040), (73, 65025), (75, 64983), (78, 64953),

Gene: RedWattleHog_21 Start: 24537, Stop: 25763, Start Num: 7
Candidate Starts for RedWattleHog_21:
(5, 24492), (6, 24495), (Start: 7 @24537 has 2 MA's), (10, 24600), (11, 24606), (17, 24720), (18,
24726), (21, 24735), (27, 24825), (36, 25047), (39, 25122), (42, 25209), (45, 25260), (48, 25314), (55,
25404), (56, 25410), (58, 25422), (66, 25560), (72, 25665), (76, 25728),

Gene: Stormageddon_21 Start: 25753, Stop: 26970, Start Num: 7
Candidate Starts for Stormageddon_21:
(5, 25708), (6, 25711), (Start: 7 @25753 has 2 MA's), (10, 25816), (11, 25822), (17, 25936), (18,
25942), (21, 25951), (27, 26041), (36, 26263), (39, 26338), (42, 26425), (45, 26476), (48, 26530), (55,
26620), (56, 26626), (58, 26638), (66, 26776), (67, 26803), (69, 26809), (70, 26812),



Gene: Zuko_84 Start: 65863, Stop: 64496, Start Num: 1
Candidate Starts for Zuko_84:
(Start: 1 @65863 has 2 MA's), (8, 65710), (9, 65680), (11, 65647), (19, 65515), (20, 65512), (22,
65503), (30, 65329), (41, 65068), (44, 64990), (49, 64915), (50, 64906), (52, 64891), (58, 64831), (73,
64600), (75, 64558), (78, 64528),


