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Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 7646 Report

This analysis was run 04/05/24 on database version 557.

Pham number 7646 has 7 members, 1 are drafts.

Phages represented in each track:
• Track 1 : Satis_215, Kradal_217, EhyElimayoE_218
• Track 2 : JustBecause_220
• Track 3 : Nirvana_247
• Track 4 : Frankenweenie_237
• Track 5 : Kela_218

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 2, it was called
in 3 of the 6 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
• Frankenweenie_237, JustBecause_220, Kela_218, Nirvana_247,

Genes that have the "Most Annotated" start but do not call it:
•

Genes that do not have the "Most Annotated" start:
• EhyElimayoE_218, Kradal_217, Satis_215,

Summary by start number:

Start 2:
• Found in 4 of 7 ( 57.1% ) of genes in pham
• Manual Annotations of this start: 3 of 6
• Called 100.0% of time when present
• Phage (with cluster) where this start called: Frankenweenie_237 (BM),
JustBecause_220 (BM), Kela_218 (BM), Nirvana_247 (BM),

Start 3:
• Found in 3 of 7 ( 42.9% ) of genes in pham
• Manual Annotations of this start: 3 of 6
• Called 100.0% of time when present



• Phage (with cluster) where this start called: EhyElimayoE_218 (BM), Kradal_217
(BM), Satis_215 (BM),

Summary by clusters:

There is one cluster represented in this pham: BM

Info for manual annotations of cluster BM:
•Start number 2 was manually annotated 3 times for cluster BM.
•Start number 3 was manually annotated 3 times for cluster BM.

Gene Information:
Gene: EhyElimayoE_218 Start: 130690, Stop: 131148, Start Num: 3
Candidate Starts for EhyElimayoE_218:
(Start: 3 @130690 has 3 MA's), (6, 130750), (7, 130795), (9, 130843), (10, 130852), (14, 130972), (16,
131014), (17, 131020), (20, 131065), (21, 131086),

Gene: Frankenweenie_237 Start: 141462, Stop: 141932, Start Num: 2
Candidate Starts for Frankenweenie_237:
(Start: 2 @141462 has 3 MA's), (5, 141516), (6, 141525), (8, 141591), (9, 141618), (10, 141627), (11,
141666), (13, 141741), (15, 141783), (18, 141825), (19, 141831), (20, 141840), (22, 141909),

Gene: JustBecause_220 Start: 129129, Stop: 129599, Start Num: 2
Candidate Starts for JustBecause_220:
(1, 128973), (Start: 2 @129129 has 3 MA's), (4, 129159), (5, 129183), (6, 129192), (9, 129285), (10,
129294), (12, 129345), (13, 129408), (16, 129456), (17, 129462), (18, 129492), (19, 129498), (20,
129507), (22, 129576),

Gene: Kela_218 Start: 128974, Stop: 129444, Start Num: 2
Candidate Starts for Kela_218:
(Start: 2 @128974 has 3 MA's), (4, 129004), (5, 129028), (6, 129037), (9, 129130), (10, 129139), (12,
129190), (13, 129253), (16, 129301), (17, 129307), (18, 129337), (19, 129343), (20, 129352), (22,
129421),

Gene: Kradal_217 Start: 130687, Stop: 131145, Start Num: 3
Candidate Starts for Kradal_217:
(Start: 3 @130687 has 3 MA's), (6, 130747), (7, 130792), (9, 130840), (10, 130849), (14, 130969), (16,
131011), (17, 131017), (20, 131062), (21, 131083),

Gene: Nirvana_247 Start: 139698, Stop: 140168, Start Num: 2
Candidate Starts for Nirvana_247:
(Start: 2 @139698 has 3 MA's), (4, 139728), (5, 139752), (6, 139761), (9, 139854), (10, 139863), (12,
139914), (13, 139977), (16, 140025), (17, 140031), (18, 140061), (19, 140067), (20, 140076), (22,
140145),

Gene: Satis_215 Start: 131024, Stop: 131482, Start Num: 3
Candidate Starts for Satis_215:
(Start: 3 @131024 has 3 MA's), (6, 131084), (7, 131129), (9, 131177), (10, 131186), (14, 131306), (16,
131348), (17, 131354), (20, 131399), (21, 131420),


