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Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 7797 Report

This analysis was run 04/05/24 on database version 557.
Pham number 7797 has 6 members, 0 are drafts.

Phages represented in each track:

* Track 1 : Flapper_24

» Track 2 : Dalilpop_25

* Track 3 : SuperSulley 22, Buggaboo_22
» Track 4 : Jifalll6_20

» Track 5 : Foxboro_22

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 1, it was called
in 6 of the 6 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
* Buggaboo_22, Dalilpop_25, Flapper_24, Foxboro_22, Jifall16_20, SuperSulley 22,

Genes that have the "Most Annotated" start but do not call it:

Genes that do not have the "Most Annotated" start:

Summary by start number:

Start 1:

* Found in 6 of 6 ( 100.0% ) of genes in pham

» Manual Annotations of this start: 6 of 6

* Called 100.0% of time when present

» Phage (with cluster) where this start called: Buggaboo_22 (CR2), Dalilpop_25
(CR1), Flapper_24 (CR1), Foxboro_22 (CR2), Jifall16_20 (CR2), SuperSulley_22
(CR2),

Summary by clusters:

There are 2 clusters represented in this pham: CR2, CR1,



Info for manual annotations of cluster CR1:
Start number 1 was manually annotated 2 times for cluster CR1.

Info for manual annotations of cluster CR2:
eStart number 1 was manually annotated 4 times for cluster CR2.

Gene Information:

Gene: Buggaboo_22 Start: 10158, Stop: 12347, Start Num: 1

Candidate Starts for Buggaboo_22:

(Start: 1 @10158 has 6 MA's), (4, 10230), (7, 10371), (9, 10419), (12, 10581), (14, 10698), (15,
10704), (18, 10758), (22, 10872), (23, 10884), (24, 10887), (25, 10944), (27, 10956), (29, 11001), (30,
11025), (32, 11055), (33, 11067), (34, 11154), (35, 11160), (37, 11232), (39, 11310), (40, 11382), (43,
11454), (45, 11568), (47, 11649), (48, 11670), (49, 11688), (50, 11700), (51, 11724), (52, 11730), (56,
11799), (58, 11820), (59, 11844), (62, 11883), (63, 11892), (64, 11922), (66, 11973), (70, 12171), (71,
12213), (72, 12270), (74, 12297), (75, 12300), (76, 12315),

Gene: Dalilpop_25 Start: 11290, Stop: 13479, Start Num: 1

Candidate Starts for Dalilpop_25:

(Start: 1 @11290 has 6 MA's), (5, 11401), (6, 11467), (7, 11503), (8, 11518), (9, 11551), (10, 11605),
(13, 11722), (16, 11857), (17, 11875), (19, 11923), (20, 11959), (23, 12016), (25, 12076), (26, 12082),
(27, 12088), (31, 12163), (32, 12187), (33, 12199), (35, 12292), (37, 12364), (39, 12442), (40, 12514),
(43, 12586), (46, 12703), (50, 12832), (52, 12862), (53, 12889), (58, 12952), (60, 12979), (61, 12985),
(68, 13270), (69, 13282), (73, 13414), (76, 13447),

Gene: Flapper_24 Start: 10363, Stop: 12552, Start Num: 1

Candidate Starts for Flapper_24:

(Start: 1 @10363 has 6 MA's), (6, 10540), (7, 10576), (9, 10624), (17, 10948), (18, 10963), (20,
11032), (22, 11077), (23, 11089), (24, 11092), (25, 11149), (27, 11161), (29, 11206), (33, 11272), (35,
11365), (36, 11419), (37, 11437), (39, 11515), (40, 11587), (41, 11611), (43, 11659), (45, 11773), (46,
11776), (50, 11905), (53, 11962), (54, 11968), (58, 12025), (69, 12355), (73, 12487),

Gene: Foxboro_22 Start: 10829, Stop: 13018, Start Num: 1

Candidate Starts for Foxboro_22:

(Start: 1 @10829 has 6 MA's), (2, 10850), (3, 10898), (6, 11006), (7, 11042), (9, 11090), (10, 11144),
(11, 11174), (12, 11252), (13, 11261), (18, 11429), (21, 11540), (22, 11543), (23, 11555), (24, 11558),
(25, 11615), (27, 11627), (28, 11657), (29, 11672), (30, 11696), (32, 11726), (33, 11738), (35, 11831),
(36, 11885), (37, 11903), (38, 11906), (39, 11981), (40, 12053), (41, 12077), (42, 12110), (43, 12125),
(44, 12170), (45, 12239), (46, 12242), (49, 12359), (50, 12371), (55, 12458), (57, 12488), (58, 12491),
(60, 12518), (61, 12524), (62, 12554), (65, 12629), (67, 12752),

Gene: Jifall16_20 Start: 9953, Stop: 12142, Start Num: 1

Candidate Starts for Jifall1l6_20:

(Start: 1 @9953 has 6 MA's), (2, 9974), (3, 10022), (6, 10130), (7, 10166), (9, 10214), (10, 10268), (11,
10298), (12, 10376), (13, 10385), (18, 10553), (21, 10664), (22, 10667), (23, 10679), (24, 10682), (25,
10739), (27, 10751), (28, 10781), (29, 10796), (30, 10820), (32, 10850), (33, 10862), (35, 10955), (36,
11009), (37, 11027), (39, 11105), (40, 11177), (41, 11201), (42, 11234), (43, 11249), (44, 11294), (45,
11363), (46, 11366), (49, 11483), (50, 11495), (55, 11582), (57, 11612), (58, 11615), (60, 11642), (61,
11648), (62, 11678), (65, 11753), (67, 11876),

Gene: SuperSulley 22 Start: 10158, Stop: 12347, Start Num: 1



Candidate Starts for SuperSulley 22:

(Start: 1 @10158 has 6 MA's), (4, 10230), (7, 10371), (9, 10419), (12, 10581), (14, 10698), (15,
10704), (18, 10758), (22, 10872), (23, 10884), (24, 10887), (25, 10944), (27, 10956), (29, 11001), (30,
11025), (32, 11055), (33, 11067), (34, 11154), (35, 11160), (37, 11232), (39, 11310), (40, 11382), (43,
11454), (45, 11568), (47, 11649), (48, 11670), (49, 11688), (50, 11700), (51, 11724), (52, 11730), (56,
11799), (58, 11820), (59, 11844), (62, 11883), (63, 11892), (64, 11922), (66, 11973), (70, 12171), (71,
12213), (72, 12270), (74, 12297), (75, 12300), (76, 12315),



