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Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 7815 Report

This analysis was run 04/05/24 on database version 557.
Pham number 7815 has 7 members, 1 are drafts.

Phages represented in each track:

» Track 1 : Satis_ 226

» Track 2 : JustBecause 229, Kela 228

* Track 3 : Kradal_227, EhyElimayoE_229
» Track 4 : Frankenweenie_247

» Track 5 : Nirvana_259

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 17, it was
called in 6 of the 6 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
» EhyElimayoE_229, Frankenweenie_247, JustBecause_229, Kela_228, Kradal_227,
Nirvana_259, Satis 226,

Genes that have the "Most Annotated" start but do not call it:

Genes that do not have the "Most Annotated" start:

Summary by start number:

Start 17:

* Found in 7 of 7 ( 100.0% ) of genes in pham

» Manual Annotations of this start: 6 of 6

* Called 100.0% of time when present

» Phage (with cluster) where this start called: EhyElimayoE_229 (BM),
Frankenweenie_247 (BM), JustBecause_ 229 (BM), Kela_228 (BM), Kradal_227
(BM), Nirvana_259 (BM), Satis_226 (BM),

Summary by clusters:

There is one cluster represented in this pham: BM



Info for manual annotations of cluster BM:
eStart number 17 was manually annotated 6 times for cluster BM.

Gene Information:

Gene: EhyElimayoE_229 Start: 136004, Stop: 135273, Start Num: 17

Candidate Starts for EhyElimayoE_229:

(11, 136193), (12, 136142), (14, 136115), (16, 136079), (Start: 17 @136004 has 6 MA's), (18,
135932), (20, 135869), (22, 135809), (25, 135782), (26, 135776), (27, 135767), (28, 135749), (32,
135701), (34, 135599), (35, 135581), (36, 135539), (37, 135509), (38, 135503), (40, 135467), (41,
135440), (42, 135368), (45, 135308),

Gene: Frankenweenie_247 Start: 147156, Stop: 146398, Start Num: 17

Candidate Starts for Frankenweenie_247:

(1, 147765), (2, 147753), (3, 147687), (4, 147672), (5, 147669), (6, 147639), (7, 147630), (8, 147609),
(9, 147555), (10, 147549), (11, 147345), (12, 147294), (14, 147267), (15, 147249), (16, 147231),
(Start: 17 @147156 has 6 MA's), (18, 147084), (19, 147036), (22, 146961), (25, 146934), (26,
146928), (27, 146919), (28, 146901), (29, 146895), (30, 146877), (31, 146868), (35, 146712), (41,
146571), (43, 146475), (44, 146466), (45, 146439),

Gene: JustBecause_ 229 Start: 134106, Stop: 133351, Start Num: 17

Candidate Starts for JustBecause 229:

(13, 134226), (16, 134181), (Start: 17 @134106 has 6 MA's), (18, 134034), (22, 133911), (23,
133893), (24, 133887), (27, 133869), (28, 133851), (33, 133710), (35, 133662), (38, 133584), (39,
133581), (44, 133416), (45, 133389),

Gene: Kela_228 Start: 134689, Stop: 133934, Start Num: 17

Candidate Starts for Kela_228:

(13, 134809), (16, 134764), (Start: 17 @134689 has 6 MA's), (18, 134617), (22, 134494), (23,
134476), (24, 134470), (27, 134452), (28, 134434), (33, 134293), (35, 134245), (38, 134167), (39,
134164), (44, 133999), (45, 133972),

Gene: Kradal_227 Start: 136001, Stop: 135270, Start Num: 17

Candidate Starts for Kradal_227:

(11, 136190), (12, 136139), (14, 136112), (16, 136076), (Start: 17 @136001 has 6 MA's), (18,
135929), (20, 135866), (22, 135806), (25, 135779), (26, 135773), (27, 135764), (28, 135746), (32,
135698), (34, 135596), (35, 135578), (36, 135536), (37, 135506), (38, 135500), (40, 135464), (41,
135437), (42, 135365), (45, 135305),

Gene: Nirvana_259 Start: 146010, Stop: 145252, Start Num: 17

Candidate Starts for Nirvana_259:

(11, 146199), (12, 146148), (15, 146103), (16, 146085), (Start: 17 @146010 has 6 MA's), (18,
145938), (19, 145890), (20, 145875), (21, 145863), (22, 145815), (23, 145797), (25, 145788), (26,
145782), (27, 145773), (28, 145755), (29, 145749), (30, 145731), (31, 145722), (34, 145584), (35,
145566), (44, 145320), (45, 145293), (46, 145278),

Gene: Satis_226 Start: 136338, Stop: 135607, Start Num: 17

Candidate Starts for Satis_226:

(11, 136527), (12, 136476), (14, 136449), (16, 136413), (Start: 17 @136338 has 6 MA's), (18,
136266), (20, 136203), (22, 136143), (25, 136116), (26, 136110), (27, 136101), (28, 136083), (32,



136035), (34, 135933), (35, 135915), (36, 135873), (37, 135843), (38, 135837), (41, 135774), (42,
135702), (45, 135642),



