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Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 86619 Report

This analysis was run 04/05/24 on database version 557.
Pham number 86619 has 20 members, 0 are drafts.

Phages represented in each track:

* Track 1 : Bongo_60, TyDawg_60, Dulcita_61, SlimJimmy_59, IPhane7_60,
Auspice_60, Skinny_62, Diminimus_61, Glaske16_61, LilhomieP_59, Bricole_60,
PeglLeg 60

» Track 2 : Reindeer_63

» Track 3 : GardenSalsa_ 69, MrMagoo_ 70, Aziz_68, GenevaB15 69

» Track 4 : Estes_69

* Track 5: Rey 68

» Track 6 : Nanosmite 67

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 2, it was called
in 19 of the 20 non-draft genes in the pham.

Genes that call this "Most Annotated" start:

*» Auspice_60, Aziz_68, Bongo_60, Bricole_60, Diminimus_61, Dulcita_61, Estes_69,
GardenSalsa_69, GenevaB15 69, Glaskel6 61 IPhane7_ 60 LilhomieP_59,
MrMagoo_70, PegLeg_6O Relndeer_63 Rey_68 Skinny_62, SlimJimmy_59,
TyDawg_60,

Genes that have the "Most Annotated" start but do not call it:

Genes that do not have the "Most Annotated" start:
* Nanosmite 67,

Summary by start number:

Start 1:

* Found in 1 of 20 ( 5.0% ) of genes in pham

» Manual Annotations of this start: 1 of 20

* Called 100.0% of time when present

» Phage (with cluster) where this start called: Nanosmite_67 (M3),



Start 2:

* Found in 19 of 20 ( 95.0% ) of genes in pham

* Manual Annotations of this start: 19 of 20

* Called 100.0% of time when present

* Phage (with cluster) where this start called: Auspice_60 (M1), Aziz_68 (M2),
Bongo_60 (M1), Bricole_60 (M1), Diminimus_61 (M1), Dulcita_61 (M1), Estes_69
(M2), GardenSalsa_69 (M2), GenevaB15_69 (M2), Glaske16_61 (M1), IPhane7_60
(M1), LilhomieP_59 (M1), MrMagoo_70 (M2), PegLeg_60 (M1), Reindeer_63 (M1),
Rey 68 (M2), Skinny_62 (M1), SlimJimmy_59 (M1), TyDawg_60 (M1),

Summary by clusters:
There are 3 clusters represented in this pham: M1, M3, M2,

Info for manual annotations of cluster M1:
«Start number 2 was manually annotated 13 times for cluster M1.

Info for manual annotations of cluster M2:
«Start number 2 was manually annotated 6 times for cluster M2.

Info for manual annotations of cluster M3:
«Start number 1 was manually annotated 1 time for cluster M3.

Gene Information:

Gene: Auspice_60 Start: 41632, Stop: 41973, Start Num: 2

Candidate Starts for Auspice_60:

(Start: 2 @41632 has 19 MA's), (4, 41650), (7, 41707), (8, 41710), (9, 41713), (11, 41761), (13,
41809), (16, 41866), (20, 41923),

Gene: Aziz_68 Start: 43945, Stop: 44274, Start Num: 2

Candidate Starts for Aziz_68:

(Start: 2 @43945 has 19 MA's), (5, 43987), (7, 44008), (8, 44011), (11, 44062), (14, 44128), (16,
44167), (17, 44173), (20, 44224),

Gene: Bongo_60 Start: 41636, Stop: 41977, Start Num: 2

Candidate Starts for Bongo_60:

(Start: 2 @41636 has 19 MA's), (4, 41654), (7, 41711), (8, 41714), (9, 41717), (11, 41765), (13,
41813), (16, 41870), (20, 41927),

Gene: Bricole_60 Start: 41618, Stop: 41959, Start Num: 2

Candidate Starts for Bricole_60:

(Start: 2 @41618 has 19 MA's), (4, 41636), (7, 41693), (8, 41696), (9, 41699), (11, 41747), (13,
41795), (16, 41852), (20, 41909),

Gene: Diminimus_61 Start: 41631, Stop: 41972, Start Num: 2

Candidate Starts for Diminimus_61:

(Start: 2 @41631 has 19 MA's), (4, 41649), (7, 41706), (8, 41709), (9, 41712), (11, 41760), (13,
41808), (16, 41865), (20, 41922),

Gene: Dulcita_61 Start: 41632, Stop: 41973, Start Num: 2



Candidate Starts for Dulcita_61:
(Start: 2 @41632 has 19 MA's), (4, 41650), (7, 41707), (8, 41710), (9, 41713), (11, 41761), (13,
41809), (16, 41866), (20, 41923),

Gene: Estes_69 Start: 44074, Stop: 44403, Start Num: 2

Candidate Starts for Estes_69:

(Start: 2 @44074 has 19 MA's), (5, 44116), (7, 44137), (8, 44140), (11, 44191), (14, 44257), (15,
44266), (16, 44296), (17, 44302), (20, 44353),

Gene: GardenSalsa_ 69 Start: 44236, Stop: 44565, Start Num: 2

Candidate Starts for GardenSalsa_69:

(Start: 2 @44236 has 19 MA's), (5, 44278), (7, 44299), (8, 44302), (11, 44353), (14, 44419), (16,
44458), (17, 44464), (20, 44515),

Gene: GenevaB15_69 Start: 43945, Stop: 44274, Start Num: 2

Candidate Starts for GenevaB15 69:

(Start: 2 @43945 has 19 MA's), (5, 43987), (7, 44008), (8, 44011), (11, 44062), (14, 44128), (16,
44167), (17, 44173), (20, 44224),

Gene: Glaskel6 61 Start: 41631, Stop: 41972, Start Num: 2

Candidate Starts for Glaskel6 61.:

(Start: 2 @41631 has 19 MA's), (4, 41649), (7, 41706), (8, 41709), (9, 41712), (11, 41760), (13,
41808), (16, 41865), (20, 41922),

Gene: IPhane7_60 Start: 41636, Stop: 41977, Start Num: 2

Candidate Starts for IPhane7_60:

(Start: 2 @41636 has 19 MA's), (4, 41654), (7, 41711), (8, 41714), (9, 41717), (11, 41765), (13,
41813), (16, 41870), (20, 41927),

Gene: LilhomieP_59 Start: 41636, Stop: 41977, Start Num: 2

Candidate Starts for LilhomieP_59:

(Start: 2 @41636 has 19 MA's), (4, 41654), (7, 41711), (8, 41714), (9, 41717), (11, 41765), (13,
41813), (16, 41870), (20, 41927),

Gene: MrMagoo_70 Start: 44236, Stop: 44565, Start Num: 2

Candidate Starts for MrMagoo_70:

(Start: 2 @44236 has 19 MA's), (5, 44278), (7, 44299), (8, 44302), (11, 44353), (14, 44419), (16,
44458), (17, 44464), (20, 44515),

Gene: Nanosmite_67 Start: 43734, Stop: 44072, Start Num: 1

Candidate Starts for Nanosmite_67:

(Start: 1 @43734 has 1 MA's), (3, 43752), (6, 43788), (7, 43806), (8, 43809), (12, 43875), (16, 43965),
(20, 44022),

Gene: PeglLeg_60 Start: 41635, Stop: 41976, Start Num: 2

Candidate Starts for PegLeg_60:

(Start: 2 @41635 has 19 MA's), (4, 41653), (7, 41710), (8, 41713), (9, 41716), (11, 41764), (13,
41812), (16, 41869), (20, 41926),

Gene: Reindeer_63 Start: 43045, Stop: 43386, Start Num: 2

Candidate Starts for Reindeer_63:

(Start: 2 @43045 has 19 MA's), (4, 43063), (7, 43120), (8, 43123), (10, 43135), (11, 43174), (13,
43222), (16, 43279), (18, 43288), (19, 43303), (20, 43336),



Gene: Rey_68 Start: 44043, Stop: 44366, Start Num: 2

Candidate Starts for Rey_68:

(Start: 2 @44043 has 19 MA's), (5, 44079), (6, 44082), (7, 44100), (11, 44154), (14, 44220), (19,
44283), (20, 44316),

Gene: Skinny_62 Start: 42065, Stop: 42406, Start Num: 2

Candidate Starts for Skinny_62:

(Start: 2 @42065 has 19 MA's), (4, 42083), (7, 42140), (8, 42143), (9, 42146), (11, 42194), (13,
42242), (16, 42299), (20, 42356),

Gene: SlimJimmy_59 Start: 41620, Stop: 41961, Start Num: 2

Candidate Starts for SlimJimmy_59:

(Start: 2 @41620 has 19 MA's), (4, 41638), (7, 41695), (8, 41698), (9, 41701), (11, 41749), (13,
41797), (16, 41854), (20, 41911),

Gene: TyDawg_60 Start: 41636, Stop: 41977, Start Num: 2

Candidate Starts for TyDawg_60:

(Start: 2 @41636 has 19 MA's), (4, 41654), (7, 41711), (8, 41714), (9, 41717), (11, 41765), (13,
41813), (16, 41870), (20, 41927),



