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Pham 86901



Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 86901 Report

This analysis was run 04/05/24 on database version 557.

Pham number 86901 has 17 members, 1 are drafts.

Phages represented in each track:
• Track 1 : Inked_11
• Track 2 : ElephantMan_9, Niktson_9
• Track 3 : Breylor17_10
• Track 4 : CastorTray_11, Trustiboi_10
• Track 5 : Phaby_10, Shepard_10
• Track 6 : LilHuddy_10
• Track 7 : Giantsbane_10
• Track 8 : Truckee_10, Makai_10
• Track 9 : GantcherGoblin_9, Uzumaki_10, Zeina_10
• Track 10 : Argan_9
• Track 11 : LibertyBell_9

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 1, it was called
in 11 of the 16 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
• Breylor17_10, CastorTray_11, ElephantMan_9, Giantsbane_10, Inked_11,
LilHuddy_10, Makai_10, Niktson_9, Phaby_10, Shepard_10, Truckee_10,
Trustiboi_10,

Genes that have the "Most Annotated" start but do not call it:
•

Genes that do not have the "Most Annotated" start:
• Argan_9, GantcherGoblin_9, LibertyBell_9, Uzumaki_10, Zeina_10,

Summary by start number:

Start 1:
• Found in 12 of 17 ( 70.6% ) of genes in pham
• Manual Annotations of this start: 11 of 16
• Called 100.0% of time when present



• Phage (with cluster) where this start called: Breylor17_10 (AU1), CastorTray_11
(AU1), ElephantMan_9 (AU1), Giantsbane_10 (AU2), Inked_11 (AU), LilHuddy_10
(AU2), Makai_10 (AU5), Niktson_9 (AU1), Phaby_10 (AU2), Shepard_10 (AU2),
Truckee_10 (AU5), Trustiboi_10 (AU1),

Start 2:
• Found in 4 of 17 ( 23.5% ) of genes in pham
• Manual Annotations of this start: 4 of 16
• Called 100.0% of time when present
• Phage (with cluster) where this start called: Argan_9 (AU6), GantcherGoblin_9
(AU6), Uzumaki_10 (AU6), Zeina_10 (AU6),

Start 3:
• Found in 1 of 17 ( 5.9% ) of genes in pham
• Manual Annotations of this start: 1 of 16
• Called 100.0% of time when present
• Phage (with cluster) where this start called: LibertyBell_9 (BI3),

Summary by clusters:

There are 6 clusters represented in this pham: AU1, AU2, AU, AU6, AU5, BI3,

Info for manual annotations of cluster AU:
•Start number 1 was manually annotated 1 time for cluster AU.

Info for manual annotations of cluster AU1:
•Start number 1 was manually annotated 5 times for cluster AU1.

Info for manual annotations of cluster AU2:
•Start number 1 was manually annotated 3 times for cluster AU2.

Info for manual annotations of cluster AU5:
•Start number 1 was manually annotated 2 times for cluster AU5.

Info for manual annotations of cluster AU6:
•Start number 2 was manually annotated 4 times for cluster AU6.

Info for manual annotations of cluster BI3:
•Start number 3 was manually annotated 1 time for cluster BI3.

Gene Information:
Gene: Argan_9 Start: 5811, Stop: 6359, Start Num: 2
Candidate Starts for Argan_9:
(Start: 2 @5811 has 4 MA's), (7, 5856), (18, 6087), (24, 6180), (33, 6342),

Gene: Breylor17_10 Start: 6875, Stop: 7408, Start Num: 1
Candidate Starts for Breylor17_10:
(Start: 1 @6875 has 11 MA's), (5, 6902), (7, 6923), (14, 7055), (15, 7067), (16, 7103), (18, 7136), (24,
7229), (33, 7391), (34, 7397),



Gene: CastorTray_11 Start: 6729, Stop: 7262, Start Num: 1
Candidate Starts for CastorTray_11:
(Start: 1 @6729 has 11 MA's), (5, 6756), (6, 6768), (7, 6777), (9, 6840), (14, 6909), (15, 6921), (16,
6957), (18, 6990), (24, 7083), (25, 7101), (33, 7245), (34, 7251),

Gene: ElephantMan_9 Start: 6893, Stop: 7423, Start Num: 1
Candidate Starts for ElephantMan_9:
(Start: 1 @6893 has 11 MA's), (5, 6920), (7, 6941), (14, 7070), (15, 7082), (16, 7118), (18, 7151), (19,
7160), (24, 7244), (25, 7262), (33, 7406), (34, 7412), (35, 7418),

Gene: GantcherGoblin_9 Start: 5811, Stop: 6359, Start Num: 2
Candidate Starts for GantcherGoblin_9:
(Start: 2 @5811 has 4 MA's), (7, 5856), (15, 6018), (18, 6087), (24, 6180), (33, 6342),

Gene: Giantsbane_10 Start: 6696, Stop: 7247, Start Num: 1
Candidate Starts for Giantsbane_10:
(Start: 1 @6696 has 11 MA's), (4, 6720), (7, 6744), (18, 6975), (20, 7005), (24, 7068), (29, 7167), (31,
7209), (32, 7221), (33, 7230), (34, 7236),

Gene: Inked_11 Start: 6950, Stop: 7462, Start Num: 1
Candidate Starts for Inked_11:
(Start: 1 @6950 has 11 MA's), (7, 6998), (14, 7109), (16, 7157), (18, 7190), (24, 7283), (25, 7301), (31,
7424), (33, 7445), (34, 7451),

Gene: LibertyBell_9 Start: 4955, Stop: 5548, Start Num: 3
Candidate Starts for LibertyBell_9:
(Start: 3 @4955 has 1 MA's), (7, 4988), (13, 5108), (18, 5210), (21, 5246), (22, 5249), (24, 5303), (28,
5360), (29, 5402), (33, 5468), (36, 5534),

Gene: LilHuddy_10 Start: 6690, Stop: 7241, Start Num: 1
Candidate Starts for LilHuddy_10:
(Start: 1 @6690 has 11 MA's), (7, 6738), (8, 6783), (17, 6960), (18, 6969), (23, 7014), (24, 7062), (29,
7161), (31, 7203), (32, 7215), (33, 7224), (34, 7230),

Gene: Makai_10 Start: 6816, Stop: 7379, Start Num: 1
Candidate Starts for Makai_10:
(Start: 1 @6816 has 11 MA's), (6, 6861), (7, 6870), (9, 6945), (10, 6957), (11, 6963), (12, 6969), (14,
7014), (16, 7062), (23, 7140), (24, 7188), (25, 7206), (26, 7218), (27, 7224), (30, 7302), (33, 7362),
(34, 7368), (35, 7374),

Gene: Niktson_9 Start: 6893, Stop: 7423, Start Num: 1
Candidate Starts for Niktson_9:
(Start: 1 @6893 has 11 MA's), (5, 6920), (7, 6941), (14, 7070), (15, 7082), (16, 7118), (18, 7151), (19,
7160), (24, 7244), (25, 7262), (33, 7406), (34, 7412), (35, 7418),

Gene: Phaby_10 Start: 6680, Stop: 7231, Start Num: 1
Candidate Starts for Phaby_10:
(Start: 1 @6680 has 11 MA's), (7, 6728), (17, 6950), (18, 6959), (23, 7004), (24, 7052), (29, 7151), (31,
7193), (32, 7205), (33, 7214), (34, 7220),

Gene: Shepard_10 Start: 6690, Stop: 7241, Start Num: 1
Candidate Starts for Shepard_10:



(Start: 1 @6690 has 11 MA's), (7, 6738), (17, 6960), (18, 6969), (23, 7014), (24, 7062), (29, 7161), (31,
7203), (32, 7215), (33, 7224), (34, 7230),

Gene: Truckee_10 Start: 6763, Stop: 7326, Start Num: 1
Candidate Starts for Truckee_10:
(Start: 1 @6763 has 11 MA's), (6, 6808), (7, 6817), (9, 6892), (10, 6904), (11, 6910), (12, 6916), (14,
6961), (16, 7009), (23, 7087), (24, 7135), (25, 7153), (26, 7165), (27, 7171), (30, 7249), (33, 7309),
(34, 7315), (35, 7321),

Gene: Trustiboi_10 Start: 6894, Stop: 7427, Start Num: 1
Candidate Starts for Trustiboi_10:
(Start: 1 @6894 has 11 MA's), (5, 6921), (6, 6933), (7, 6942), (9, 7005), (14, 7074), (15, 7086), (16,
7122), (18, 7155), (24, 7248), (25, 7266), (33, 7410), (34, 7416),

Gene: Uzumaki_10 Start: 6094, Stop: 6642, Start Num: 2
Candidate Starts for Uzumaki_10:
(Start: 2 @6094 has 4 MA's), (7, 6139), (15, 6301), (18, 6370), (24, 6463), (33, 6625),

Gene: Zeina_10 Start: 6104, Stop: 6652, Start Num: 2
Candidate Starts for Zeina_10:
(Start: 2 @6104 has 4 MA's), (7, 6149), (15, 6311), (18, 6380), (24, 6473), (33, 6635),


