Pham 87016




Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 87016 Report

This analysis was run 04/05/24 on database version 557.
Pham number 87016 has 15 members, 0 are drafts.

Phages represented in each track:

» Track 1 : ZygoTaiga_198, Willis_202, MikeLiesIn_203, ErnieJ_194, Kboogie_205,
Maby2021 201, Capablanca_206, Dandelion_209, LinStu_200, YemiJoy2021_202,
Gizmo_207, Ava3_200, Daffodil_206, ParkTD_200, Ghost_201

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 3, it was called
in 15 of the 15 non-draft genes in the pham.

Genes that call this "Most Annotated" start:

* Ava3_200, Capablanca_206, Daffodil_206, Dandelion_209, ErnieJ_194,
Ghost_201, Gizmo_207, Kboogie 205, LinStu_200, Maby2021 201, MikeLiesIn_203,
ParkTD_200, Willis_202, YemiJoy2021 202, ZygoTaiga_198,

Genes that have the "Most Annotated" start but do not call it:

Genes that do not have the "Most Annotated" start:

Summary by start number:

Start 3:

* Found in 15 of 15 ( 100.0% ) of genes in pham

» Manual Annotations of this start: 15 of 15

* Called 100.0% of time when present

* Phage (with cluster) where this start called: Ava3_200 (C1), Capablanca_206 (C1),
Daffodil_206 (C1), Dandelion_209 (C1), ErnieJ_194 (C1), Ghost_201 (C1),
Gizmo_207 (C1), Kboogie 205 (C1), LinStu_200 (C1), Maby2021_201 (C1),
MikeLiesIn_203 (C1), ParkTD 200 (C1), Willis_202 (C1), YemlJoy2021 202 (C1),
ZygoTaiga_198 (C1),

Summary by clusters:



There is one cluster represented in this pham: C1

Info for manual annotations of cluster C1.:
«Start number 3 was manually annotated 15 times for cluster C1.

Gene Information:

Gene: Ava3_200 Start: 107194, Stop: 107262, Start Num: 3
Candidate Starts for Ava3_200:
(1, 107014), (2, 107089), (Start: 3 @107194 has 15 MA's), (4, 107203),

Gene: Capablanca_206 Start: 109460, Stop: 109528, Start Num: 3
Candidate Starts for Capablanca_206:
(1, 109280), (2, 109355), (Start: 3 @109460 has 15 MA's), (4, 109469),

Gene: Daffodil_206 Start: 107763, Stop: 107831, Start Num: 3
Candidate Starts for Daffodil_206:
(1, 107583), (2, 107658), (Start: 3 @107763 has 15 MA's), (4, 107772),

Gene: Dandelion_209 Start: 111396, Stop: 111464, Start Num: 3
Candidate Starts for Dandelion_209:
(1, 111216), (2, 111291), (Start: 3 @111396 has 15 MA's), (4, 111405),

Gene: ErnieJ_194 Start: 105694, Stop: 105762, Start Num: 3
Candidate Starts for ErnieJ_194:
(1, 105514), (2, 105589), (Start: 3 @105694 has 15 MA's), (4, 105703),

Gene: Ghost_201 Start: 106671, Stop: 106739, Start Num: 3
Candidate Starts for Ghost_201:
(1, 106491), (2, 106566), (Start: 3 @106671 has 15 MA's), (4, 106680),

Gene: Gizmo_207 Start: 109789, Stop: 109857, Start Num: 3
Candidate Starts for Gizmo_207:
(1, 109609), (2, 109684), (Start: 3 @109789 has 15 MA's), (4, 109798),

Gene: Kboogie 205 Start: 107214, Stop: 107282, Start Num: 3
Candidate Starts for Kboogie_205:
(1, 107034), (2, 107109), (Start: 3 @107214 has 15 MA's), (4, 107223),

Gene: LinStu_200 Start: 107499, Stop: 107567, Start Num: 3
Candidate Starts for LinStu_200:
(1, 107319), (2, 107394), (Start: 3 @107499 has 15 MA's), (4, 107508),

Gene: Maby2021_201 Start: 108451, Stop: 108519, Start Num: 3
Candidate Starts for Maby2021_201:
(1, 108271), (2, 108346), (Start: 3 @108451 has 15 MA's), (4, 108460),

Gene: MikeLiesIn_203 Start: 108645, Stop: 108713, Start Num: 3
Candidate Starts for MikeLiesIn_203:
(1, 108465), (2, 108540), (Start: 3 @108645 has 15 MA's), (4, 108654),



Gene: ParkTD_200 Start: 107760, Stop: 107828, Start Num: 3
Candidate Starts for ParkTD_200:
(1, 107580), (2, 107655), (Start: 3 @107760 has 15 MA's), (4, 107769),

Gene: Willis_202 Start: 107658, Stop: 107726, Start Num: 3
Candidate Starts for Willis_202:
(1, 107478), (2, 107553), (Start: 3 @107658 has 15 MA's), (4, 107667),

Gene: YemiJoy2021 202 Start: 108414, Stop: 108482, Start Num: 3
Candidate Starts for YemiJoy2021 202:
(1, 108234), (2, 108309), (Start: 3 @108414 has 15 MA's), (4, 108423),

Gene: ZygoTaiga_ 198 Start: 108678, Stop: 108746, Start Num: 3
Candidate Starts for ZygoTaiga 198:
(1, 108498), (2, 108573), (Start: 3 @108678 has 15 MA's), (4, 108687),



