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Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 87360 Report

This analysis was run 04/05/24 on database version 557.
Pham number 87360 has 11 members, 4 are drafts.

Phages represented in each track:

* Track 1 : Gibbles_8, Orchid_9, PatrickStar_9, Kampe_9
» Track 2 : RobinSparkles_13

» Track 3 : Camerico_9

*Track 4 : Gmalal_1

* Track 5 : GordDuk1_1

* Track 6 : GordTnk2_1

*Track 7 : GMA3_1

* Track 8 : Jumbo_6

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 8, it was called
in 6 of the 7 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
* GMAS_1, Gibbles_8, Jumbo_6, Kampe_9, Orchid_9, PatrickStar_9,
RobinSparkles_13,

Genes that have the "Most Annotated" start but do not call it:

Genes that do not have the "Most Annotated" start:
» Camerico_9, Gmalal_1, GordDukl 1, GordTnk2_1,

Summary by start number:

Start 2:

* Found in 3 of 11 ( 27.3% ) of genes in pham

* No Manual Annotations of this start.

* Called 100.0% of time when present

» Phage (with cluster) where this start called: Gmalal_1 (DF1), GordDukl_1 (DF1),
GordTnk2_1 (DF1),

Start 7:



* Found in 1 of 11 ( 9.1% ) of genes in pham

» Manual Annotations of this start: 1 of 7

* Called 100.0% of time when present

* Phage (with cluster) where this start called: Camerico_9 (DF),

Start 8:

* Found in 7 of 11 ( 63.6% ) of genes in pham

» Manual Annotations of this start: 6 of 7

* Called 100.0% of time when present

» Phage (with cluster) where this start called: GMA3_1 (DF2), Gibbles_8 (CX),
Jumbo_6 (DF3), Kampe_9 (CX), Orchid_9 (CX), PatrickStar_9 (CX),
RobinSparkles_13 (CX),

Summary by clusters:
There are 5 clusters represented in this pham: DF, CX, DF1, DF3, DF2,

Info for manual annotations of cluster CX:
«Start number 8 was manually annotated 5 times for cluster CX.

Info for manual annotations of cluster DF:
*Start number 7 was manually annotated 1 time for cluster DF.

Info for manual annotations of cluster DF3:
«Start number 8 was manually annotated 1 time for cluster DF3.

Gene Information:

Gene: Camerico_9 Start: 6493, Stop: 8109, Start Num: 7

Candidate Starts for Camerico_9:

(4, 6481), (Start: 7 @6493 has 1 MA's), (12, 6646), (13, 6694), (16, 6766), (23, 6847), (24, 6856), (25,
6865), (26, 6910), (30, 6943), (33, 6964), (37, 7003), (44, 7087), (50, 7180), (52, 7189), (55, 7243),
(59, 7321), (64, 7414), (67, 7480), (68, 7510), (69, 7573), (70, 7582), (75, 7615), (79, 7672), (89,
7783), (96, 7897), (100, 7936), (104, 8011), (105, 8092),

Gene: GMA3_1 Start: 105, Stop: 1739, Start Num: 8

Candidate Starts for GMA3_1:

(5, 96), (Start: 8 @105 has 6 MA's), (15, 333), (16, 375), (19, 408), (20, 414), (28, 546), (32, 570), (36,
600), (40, 633), (43, 672), (46, 696), (50, 780), (61, 939), (65, 1026), (66, 1065), (68, 1110), (70, 1182),
(72, 1191), (78, 1233), (79, 1272), (80, 1278), (81, 1281), (84, 1320), (85, 1335), (91, 1407), (93,
1440), (96, 1491), (97, 1494), (102, 1551), (103, 1575), (107, 1731),

Gene: Gibbles_8 Start: 5210, Stop: 6637, Start Num: 8

Candidate Starts for Gibbles_8:

(3,5186), (Start: 8 @5210 has 6 MA's), (21, 5498), (27, 5615), (34, 5663), (35, 5675), (39, 5708), (42,
5729), (49, 5783), (50, 5843), (56, 5927), (58, 5954), (62, 6014), (68, 6146), (70, 6218), (73, 6242),
(82, 6347), (88, 6416), (92, 6494), (94, 6518), (95, 6530), (97, 6575),

Gene: Gmalal_1 Start: 390, Stop: 2021, Start Num: 2



Candidate Starts for Gmalal_1:

(1, 381), (2, 390), (6, 441), (11, 576), (19, 744), (23, 792), (35, 930), (36, 936), (41, 981), (47, 1050),
(48, 1065), (50, 1131), (52, 1140), (53, 1182), (60, 1278), (68, 1443), (70, 1515), (77, 1560), (79,
1605), (80, 1611), (81, 1614), (83, 1644), (85, 1668), (86, 1686), (87, 1689), (93, 1752), (96, 1803),
(98, 1833), (99, 1836), (101, 1857), (106, 2013),

Gene: GordDukl 1 Start: 393, Stop: 2012, Start Num: 2

Candidate Starts for GordDuk1_1:

(1, 384), (2, 393), (6, 444), (11, 579), (19, 747), (23, 795), (31, 894), (35, 933), (36, 939), (47, 1053),
(48, 1068), (50, 1134), (52, 1143), (53, 1185), (68, 1446), (70, 1518), (77, 1563), (79, 1608), (81,
1617), (83, 1647), (85, 1671), (86, 1689), (87, 1692), (93, 1755), (96, 1806), (98, 1836), (99, 1839),
(101, 1860), (106, 2004),

Gene: GordTnk2_1 Start; 393, Stop: 2012, Start Num: 2

Candidate Starts for GordTnk2_1:

(1, 384), (2, 393), (6, 444), (11, 579), (14, 657), (19, 747), (23, 795), (31, 894), (35, 933), (36, 939),
(47, 1053), (48, 1068), (50, 1134), (52, 1143), (53, 1185), (68, 1446), (70, 1518), (77, 1563), (79,
1608), (81, 1617), (85, 1671), (86, 1689), (87, 1692), (93, 1755), (96, 1806), (98, 1836), (99, 1839),
(101, 1860), (106, 2004),

Gene: Jumbo_6 Start: 6378, Stop: 7985, Start Num: 8

Candidate Starts for Jumbo_6:

(Start: 8 @6378 has 6 MA's), (9, 6429), (10, 6453), (17, 6645), (18, 6663), (22, 6699), (23, 6717), (29,
6810), (30, 6813), (38, 6885), (42, 6909), (45, 6960), (50, 7047), (51, 7053), (52, 7056), (54, 7098),
(63, 7269), (68, 7389), (70, 7461), (71, 7467), (72, 7470), (74, 7488), (76, 7494), (77, 7506), (81,
7560), (85, 7614), (89, 7662), (90, 7677), (96, 7791), (99, 7824), (102, 7851),

Gene: Kampe_9 Start: 5068, Stop: 6495, Start Num: 8

Candidate Starts for Kampe_9:

(3, 5044), (Start: 8 @5068 has 6 MA's), (21, 5356), (27, 5473), (34, 5521), (35, 5533), (39, 5566), (42,
5587), (49, 5641), (50, 5701), (56, 5785), (58, 5812), (62, 5872), (68, 6004), (70, 6076), (73, 6100),
(82, 6205), (88, 6274), (92, 6352), (94, 6376), (95, 6388), (97, 6433),

Gene: Orchid_9 Start: 5068, Stop: 6495, Start Num: 8

Candidate Starts for Orchid_9:

(3, 5044), (Start: 8 @5068 has 6 MA's), (21, 5356), (27, 5473), (34, 5521), (35, 5533), (39, 5566), (42,
5587), (49, 5641), (50, 5701), (56, 5785), (58, 5812), (62, 5872), (68, 6004), (70, 6076), (73, 6100),
(82, 6205), (88, 6274), (92, 6352), (94, 6376), (95, 6388), (97, 6433),

Gene: PatrickStar_9 Start: 5068, Stop: 6495, Start Num: 8

Candidate Starts for PatrickStar_9:

(3, 5044), (Start: 8 @5068 has 6 MA's), (21, 5356), (27, 5473), (34, 5521), (35, 5533), (39, 5566), (42,
5587), (49, 5641), (50, 5701), (56, 5785), (58, 5812), (62, 5872), (68, 6004), (70, 6076), (73, 6100),
(82, 6205), (88, 6274), (92, 6352), (94, 6376), (95, 6388), (97, 6433),

Gene: RobinSparkles 13 Start: 5661, Stop: 7088, Start Num: 8

Candidate Starts for RobinSparkles_13:

(3, 5637), (Start: 8 @5661 has 6 MA's), (21, 5949), (23, 5985), (27, 6066), (34, 6114), (35, 6126), (39,
6159), (42, 6180), (50, 6294), (56, 6378), (57, 6396), (58, 6405), (62, 6465), (68, 6597), (70, 6669),
(73, 6693), (82, 6798), (88, 6867), (92, 6945), (94, 6969), (95, 6981), (97, 7026),



