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Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 87437 Report

This analysis was run 04/05/24 on database version 557.

Pham number 87437 has 12 members, 3 are drafts.

Phages represented in each track:
• Track 1 : Ranunculus_49
• Track 2 : Pointis_52, Beagle_55
• Track 3 : Odyssey395_57
• Track 4 : Pureglobe5_56
• Track 5 : MellowYellow_48
• Track 6 : AbbyDaisy_87
• Track 7 : Sarge_58
• Track 8 : Nandita_66
• Track 9 : Gusanita_66
• Track 10 : Ryan_67
• Track 11 : Cole_62

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 6, it was called
in 9 of the 9 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
• AbbyDaisy_87, Beagle_55, Cole_62, Gusanita_66, MellowYellow_48, Nandita_66,
Odyssey395_57, Pointis_52, Pureglobe5_56, Ranunculus_49, Ryan_67, Sarge_58,

Genes that have the "Most Annotated" start but do not call it:
•

Genes that do not have the "Most Annotated" start:
•

Summary by start number:

Start 6:
• Found in 12 of 12 ( 100.0% ) of genes in pham
• Manual Annotations of this start: 9 of 9
• Called 100.0% of time when present



• Phage (with cluster) where this start called: AbbyDaisy_87 (AY), Beagle_55 (AP2),
Cole_62 (FF), Gusanita_66 (FF), MellowYellow_48 (AP2), Nandita_66 (FF),
Odyssey395_57 (AP2), Pointis_52 (AP2), Pureglobe5_56 (AP2), Ranunculus_49
(AP), Ryan_67 (FF), Sarge_58 (FB),

Summary by clusters:

There are 5 clusters represented in this pham: AP2, AY, FB, FF, AP,

Info for manual annotations of cluster AP2:
•Start number 6 was manually annotated 3 times for cluster AP2.

Info for manual annotations of cluster AY:
•Start number 6 was manually annotated 1 time for cluster AY.

Info for manual annotations of cluster FB:
•Start number 6 was manually annotated 1 time for cluster FB.

Info for manual annotations of cluster FF:
•Start number 6 was manually annotated 4 times for cluster FF.

Gene Information:
Gene: AbbyDaisy_87 Start: 50090, Stop: 50422, Start Num: 6
Candidate Starts for AbbyDaisy_87:
(3, 49949), (Start: 6 @50090 has 9 MA's), (8, 50162), (11, 50246), (20, 50309), (22, 50318), (24,
50330), (26, 50348), (28, 50369), (29, 50384),

Gene: Beagle_55 Start: 39239, Stop: 38943, Start Num: 6
Candidate Starts for Beagle_55:
(Start: 6 @39239 has 9 MA's), (7, 39212), (12, 39101), (13, 39098), (14, 39089), (15, 39077), (16,
39068), (19, 39047),

Gene: Cole_62 Start: 40558, Stop: 40854, Start Num: 6
Candidate Starts for Cole_62:
(1, 40369), (4, 40438), (5, 40477), (Start: 6 @40558 has 9 MA's), (8, 40630), (12, 40702), (13, 40705),
(27, 40786),

Gene: Gusanita_66 Start: 41368, Stop: 41676, Start Num: 6
Candidate Starts for Gusanita_66:
(Start: 6 @41368 has 9 MA's), (8, 41440), (10, 41497), (12, 41515), (17, 41557), (19, 41569), (27,
41608),

Gene: MellowYellow_48 Start: 38261, Stop: 37974, Start Num: 6
Candidate Starts for MellowYellow_48:
(Start: 6 @38261 has 9 MA's), (7, 38234), (12, 38123), (13, 38120), (14, 38111), (15, 38099), (16,
38090), (19, 38069),

Gene: Nandita_66 Start: 41102, Stop: 41398, Start Num: 6
Candidate Starts for Nandita_66:



(1, 40913), (4, 40982), (5, 41021), (Start: 6 @41102 has 9 MA's), (8, 41174), (12, 41249), (15, 41273),
(26, 41321),

Gene: Odyssey395_57 Start: 39463, Stop: 39167, Start Num: 6
Candidate Starts for Odyssey395_57:
(2, 39646), (Start: 6 @39463 has 9 MA's), (7, 39436), (12, 39325), (13, 39322), (14, 39313), (15,
39301), (16, 39292), (19, 39271),

Gene: Pointis_52 Start: 39279, Stop: 38983, Start Num: 6
Candidate Starts for Pointis_52:
(Start: 6 @39279 has 9 MA's), (7, 39252), (12, 39141), (13, 39138), (14, 39129), (15, 39117), (16,
39108), (19, 39087),

Gene: Pureglobe5_56 Start: 39710, Stop: 39414, Start Num: 6
Candidate Starts for Pureglobe5_56:
(2, 39893), (Start: 6 @39710 has 9 MA's), (7, 39683), (12, 39572), (13, 39569), (14, 39560), (15,
39548), (16, 39539), (19, 39518), (30, 39446),

Gene: Ranunculus_49 Start: 42260, Stop: 41955, Start Num: 6
Candidate Starts for Ranunculus_49:
(Start: 6 @42260 has 9 MA's), (9, 42170), (21, 42056), (23, 42047), (25, 42044),

Gene: Ryan_67 Start: 41658, Stop: 41969, Start Num: 6
Candidate Starts for Ryan_67:
(1, 41469), (4, 41538), (5, 41577), (Start: 6 @41658 has 9 MA's), (8, 41730), (10, 41787), (12, 41805),
(18, 41850), (27, 41901),

Gene: Sarge_58 Start: 32985, Stop: 33284, Start Num: 6
Candidate Starts for Sarge_58:
(Start: 6 @32985 has 9 MA's), (8, 33057), (13, 33132),


