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Pham 87575



Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 87575 Report

This analysis was run 04/05/24 on database version 557.

Pham number 87575 has 11 members, 0 are drafts.

Phages represented in each track:
• Track 1 : PhinkBoden_182, Toniann_186, Norvs_183, Smoothie_186,
Aphelion_183, Lozinak_186, Cucurbita_185, Engineer_187, Culver_190
• Track 2 : Bachita_189
• Track 3 : ClubL_186

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 1, it was called
in 10 of the 11 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
• Aphelion_183, ClubL_186, Cucurbita_185, Culver_190, Engineer_187,
Lozinak_186, Norvs_183, PhinkBoden_182, Smoothie_186, Toniann_186,

Genes that have the "Most Annotated" start but do not call it:
• Bachita_189,

Genes that do not have the "Most Annotated" start:
•

Summary by start number:

Start 1:
• Found in 11 of 11 ( 100.0% ) of genes in pham
• Manual Annotations of this start: 10 of 11
• Called 90.9% of time when present
• Phage (with cluster) where this start called: Aphelion_183 (CQ1), ClubL_186 (CQ1),
Cucurbita_185 (CQ1), Culver_190 (CQ1), Engineer_187 (CQ1), Lozinak_186 (CQ1),
Norvs_183 (CQ), PhinkBoden_182 (CQ1), Smoothie_186 (CQ1), Toniann_186
(CQ1),

Start 2:
• Found in 11 of 11 ( 100.0% ) of genes in pham
• Manual Annotations of this start: 1 of 11



• Called 9.1% of time when present
• Phage (with cluster) where this start called: Bachita_189 (CQ1),

Summary by clusters:

There are 2 clusters represented in this pham: CQ1, CQ,

Info for manual annotations of cluster CQ:
•Start number 1 was manually annotated 1 time for cluster CQ.

Info for manual annotations of cluster CQ1:
•Start number 1 was manually annotated 9 times for cluster CQ1.
•Start number 2 was manually annotated 1 time for cluster CQ1.

Gene Information:
Gene: Aphelion_183 Start: 92956, Stop: 92552, Start Num: 1
Candidate Starts for Aphelion_183:
(Start: 1 @92956 has 10 MA's), (Start: 2 @92923 has 1 MA's), (3, 92887), (4, 92854), (5, 92797), (6,
92779), (7, 92767), (8, 92737), (9, 92719), (10, 92713), (11, 92668), (12, 92635), (14, 92584),

Gene: Bachita_189 Start: 93452, Stop: 93081, Start Num: 2
Candidate Starts for Bachita_189:
(Start: 1 @93485 has 10 MA's), (Start: 2 @93452 has 1 MA's), (3, 93416), (4, 93383), (5, 93326), (6,
93308), (7, 93296), (8, 93266), (9, 93248), (10, 93242), (11, 93197), (12, 93164), (14, 93113),

Gene: ClubL_186 Start: 92277, Stop: 91873, Start Num: 1
Candidate Starts for ClubL_186:
(Start: 1 @92277 has 10 MA's), (Start: 2 @92244 has 1 MA's), (3, 92208), (4, 92175), (5, 92118), (6,
92100), (7, 92088), (8, 92058), (9, 92040), (10, 92034), (11, 91989), (12, 91956), (13, 91944), (14,
91905),

Gene: Cucurbita_185 Start: 93338, Stop: 92934, Start Num: 1
Candidate Starts for Cucurbita_185:
(Start: 1 @93338 has 10 MA's), (Start: 2 @93305 has 1 MA's), (3, 93269), (4, 93236), (5, 93179), (6,
93161), (7, 93149), (8, 93119), (9, 93101), (10, 93095), (11, 93050), (12, 93017), (14, 92966),

Gene: Culver_190 Start: 92745, Stop: 92341, Start Num: 1
Candidate Starts for Culver_190:
(Start: 1 @92745 has 10 MA's), (Start: 2 @92712 has 1 MA's), (3, 92676), (4, 92643), (5, 92586), (6,
92568), (7, 92556), (8, 92526), (9, 92508), (10, 92502), (11, 92457), (12, 92424), (14, 92373),

Gene: Engineer_187 Start: 93034, Stop: 92630, Start Num: 1
Candidate Starts for Engineer_187:
(Start: 1 @93034 has 10 MA's), (Start: 2 @93001 has 1 MA's), (3, 92965), (4, 92932), (5, 92875), (6,
92857), (7, 92845), (8, 92815), (9, 92797), (10, 92791), (11, 92746), (12, 92713), (14, 92662),

Gene: Lozinak_186 Start: 92881, Stop: 92477, Start Num: 1
Candidate Starts for Lozinak_186:
(Start: 1 @92881 has 10 MA's), (Start: 2 @92848 has 1 MA's), (3, 92812), (4, 92779), (5, 92722), (6,
92704), (7, 92692), (8, 92662), (9, 92644), (10, 92638), (11, 92593), (12, 92560), (14, 92509),



Gene: Norvs_183 Start: 92057, Stop: 91653, Start Num: 1
Candidate Starts for Norvs_183:
(Start: 1 @92057 has 10 MA's), (Start: 2 @92024 has 1 MA's), (3, 91988), (4, 91955), (5, 91898), (6,
91880), (7, 91868), (8, 91838), (9, 91820), (10, 91814), (11, 91769), (12, 91736), (14, 91685),

Gene: PhinkBoden_182 Start: 92455, Stop: 92051, Start Num: 1
Candidate Starts for PhinkBoden_182:
(Start: 1 @92455 has 10 MA's), (Start: 2 @92422 has 1 MA's), (3, 92386), (4, 92353), (5, 92296), (6,
92278), (7, 92266), (8, 92236), (9, 92218), (10, 92212), (11, 92167), (12, 92134), (14, 92083),

Gene: Smoothie_186 Start: 92753, Stop: 92349, Start Num: 1
Candidate Starts for Smoothie_186:
(Start: 1 @92753 has 10 MA's), (Start: 2 @92720 has 1 MA's), (3, 92684), (4, 92651), (5, 92594), (6,
92576), (7, 92564), (8, 92534), (9, 92516), (10, 92510), (11, 92465), (12, 92432), (14, 92381),

Gene: Toniann_186 Start: 92198, Stop: 91794, Start Num: 1
Candidate Starts for Toniann_186:
(Start: 1 @92198 has 10 MA's), (Start: 2 @92165 has 1 MA's), (3, 92129), (4, 92096), (5, 92039), (6,
92021), (7, 92009), (8, 91979), (9, 91961), (10, 91955), (11, 91910), (12, 91877), (14, 91826),


