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Pham 87588



Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 87588 Report

This analysis was run 03/30/24 on database version 556.

Pham number 87588 has 10 members, 1 are drafts.

Phages represented in each track:
• Track 1 : JustASigh_92
• Track 2 : BeatusComedenti_75
• Track 3 : Kitkat_76
• Track 4 : KellEzio_74
• Track 5 : Megan_71
• Track 6 : Familton_113
• Track 7 : Idergollasper_115, JangDynasty_109, SchoolBus_112
• Track 8 : Blessica_111

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 4, it was called
in 6 of the 9 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
• Blessica_111, Familton_113, Idergollasper_115, JangDynasty_109, JustASigh_92,
Megan_71, SchoolBus_112,

Genes that have the "Most Annotated" start but do not call it:
•

Genes that do not have the "Most Annotated" start:
• BeatusComedenti_75, KellEzio_74, Kitkat_76,

Summary by start number:

Start 3:
• Found in 3 of 10 ( 30.0% ) of genes in pham
• Manual Annotations of this start: 3 of 9
• Called 100.0% of time when present
• Phage (with cluster) where this start called: BeatusComedenti_75 (AT), KellEzio_74
(AT), Kitkat_76 (AT),

Start 4:



• Found in 7 of 10 ( 70.0% ) of genes in pham
• Manual Annotations of this start: 6 of 9
• Called 100.0% of time when present
• Phage (with cluster) where this start called: Blessica_111 (O), Familton_113 (O),
Idergollasper_115 (O), JangDynasty_109 (O), JustASigh_92 (AH), Megan_71 (EC),
SchoolBus_112 (O),

Summary by clusters:

There are 4 clusters represented in this pham: EC, AH, AT, O,

Info for manual annotations of cluster AT:
•Start number 3 was manually annotated 3 times for cluster AT.

Info for manual annotations of cluster EC:
•Start number 4 was manually annotated 1 time for cluster EC.

Info for manual annotations of cluster O:
•Start number 4 was manually annotated 5 times for cluster O.

Gene Information:
Gene: BeatusComedenti_75 Start: 46338, Stop: 46676, Start Num: 3
Candidate Starts for BeatusComedenti_75:
(2, 46317), (Start: 3 @46338 has 3 MA's), (12, 46446), (17, 46473), (20, 46497), (22, 46506), (23,
46509), (24, 46521), (29, 46566), (30, 46569), (34, 46641),

Gene: Blessica_111 Start: 66013, Stop: 65681, Start Num: 4
Candidate Starts for Blessica_111:
(Start: 4 @66013 has 6 MA's), (8, 65941), (9, 65938), (11, 65917), (17, 65884), (18, 65872), (21,
65857), (22, 65851), (26, 65827), (27, 65824), (31, 65785), (32, 65770),

Gene: Familton_113 Start: 66377, Stop: 66045, Start Num: 4
Candidate Starts for Familton_113:
(Start: 4 @66377 has 6 MA's), (8, 66305), (9, 66302), (11, 66281), (17, 66248), (18, 66236), (21,
66221), (22, 66215), (26, 66191), (27, 66188), (31, 66149), (32, 66134),

Gene: Idergollasper_115 Start: 67088, Stop: 66756, Start Num: 4
Candidate Starts for Idergollasper_115:
(Start: 4 @67088 has 6 MA's), (8, 67016), (9, 67013), (11, 66992), (17, 66959), (18, 66947), (21,
66932), (22, 66926), (26, 66902), (27, 66899), (31, 66860), (32, 66845),

Gene: JangDynasty_109 Start: 65438, Stop: 65106, Start Num: 4
Candidate Starts for JangDynasty_109:
(Start: 4 @65438 has 6 MA's), (8, 65366), (9, 65363), (11, 65342), (17, 65309), (18, 65297), (21,
65282), (22, 65276), (26, 65252), (27, 65249), (31, 65210), (32, 65195),

Gene: JustASigh_92 Start: 53284, Stop: 53595, Start Num: 4
Candidate Starts for JustASigh_92:



(Start: 4 @53284 has 6 MA's), (7, 53347), (11, 53377), (14, 53386), (22, 53440), (26, 53464), (29,
53500), (31, 53506), (33, 53548),

Gene: KellEzio_74 Start: 46114, Stop: 46452, Start Num: 3
Candidate Starts for KellEzio_74:
(2, 46093), (Start: 3 @46114 has 3 MA's), (12, 46222), (17, 46249), (20, 46273), (22, 46282), (23,
46285), (24, 46297), (29, 46342), (30, 46345), (34, 46417), (36, 46441),

Gene: Kitkat_76 Start: 46433, Stop: 46771, Start Num: 3
Candidate Starts for Kitkat_76:
(2, 46412), (Start: 3 @46433 has 3 MA's), (12, 46541), (17, 46568), (20, 46592), (22, 46601), (23,
46604), (24, 46616), (29, 46661), (30, 46664), (34, 46736),

Gene: Megan_71 Start: 48233, Stop: 48553, Start Num: 4
Candidate Starts for Megan_71:
(1, 48182), (Start: 4 @48233 has 6 MA's), (5, 48260), (6, 48281), (7, 48296), (8, 48302), (10, 48320),
(13, 48326), (15, 48335), (16, 48350), (19, 48374), (22, 48389), (23, 48392), (25, 48410), (27, 48416),
(28, 48446), (32, 48470), (35, 48536),

Gene: SchoolBus_112 Start: 66253, Stop: 65921, Start Num: 4
Candidate Starts for SchoolBus_112:
(Start: 4 @66253 has 6 MA's), (8, 66181), (9, 66178), (11, 66157), (17, 66124), (18, 66112), (21,
66097), (22, 66091), (26, 66067), (27, 66064), (31, 66025), (32, 66010),


