Pham 87592

\,0 YD \9 Q S Al 2
KGNS K > > ® )
Ny WARNING 2 Q
) 30 o> o> 4

NG S >y

~»

<>




Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 87592 Report

This analysis was run 04/05/24 on database version 557.
Pham number 87592 has 10 members, 1 are drafts.

Phages represented in each track:

» Track 1 : RainyPolka_47

* Track 2 : TP1604 46, Asis_46, BabyGotBac_47, Maih_45, BayC_46, Salete_46
» Track 3 : Abt2graduatex2_47

* Track 4 : YDN12_48

» Track 5 : Xkcd426_50

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 10, it was
called in 7 of the 9 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
» Abt2graduatex2_47, Asis_46, BabyGotBac_47, BayC_46, Maih_45, RainyPolka_47,
Salete_46, TP1604 46,

Genes that have the "Most Annotated" start but do not call it:
« YDN12_48,

Genes that do not have the "Most Annotated" start:
» Xkcd426 50,

Summary by start number:

Start 4:

* Found in 1 of 10 ( 10.0% ) of genes in pham

» Manual Annotations of this start: 1 of 9

* Called 100.0% of time when present

» Phage (with cluster) where this start called: YDN12_48 (BG),

Start 8:

* Found in 1 of 10 ( 10.0% ) of genes in pham

» Manual Annotations of this start: 1 of 9

* Called 100.0% of time when present

» Phage (with cluster) where this start called: Xkcd426_50 (BG),



Start 10:

* Found in 9 of 10 ( 90.0% ) of genes in pham

» Manual Annotations of this start: 7 of 9

* Called 88.9% of time when present

» Phage (with cluster) where this start called: Abt2graduatex2_47 (BG), Asis_46 (BG),
BabyGotBac_47 (BG), BayC_46 (BG), Maih_45 (BG), RainyPolka_47 (BG),
Salete_46 (BG), TP1604_46 (BG),

Summary by clusters:
There is one cluster represented in this pham: BG

Info for manual annotations of cluster BG:

*Start number 4 was manually annotated 1 time for cluster BG.
*Start number 8 was manually annotated 1 time for cluster BG.
*Start number 10 was manually annotated 7 times for cluster BG.

Gene Information:

Gene: Abt2graduatex2_47 Start: 37200, Stop: 36670, Start Num: 10

Candidate Starts for Abt2graduatex2_47:

(Start: 10 @37200 has 7 MA's), (11, 37194), (12, 37164), (13, 37146), (14, 37134), (18, 37059), (20,
37008), (31, 36759), (32, 36753), (33, 36741), (34, 36711),

Gene: Asis_46 Start: 36943, Stop: 36422, Start Num: 10

Candidate Starts for Asis_46:

(5, 37066), (Start: 10 @36943 has 7 MA's), (11, 36937), (12, 36907), (13, 36889), (14, 36877), (18,
36802), (19, 36796), (21, 36703), (24, 36610), (25, 36574), (28, 36553), (30, 36523), (31, 36505), (33,
36487), (35, 36457),

Gene: BabyGotBac_47 Start: 36943, Stop: 36422, Start Num: 10

Candidate Starts for BabyGotBac_47:

(5, 37066), (Start: 10 @36943 has 7 MA's), (11, 36937), (12, 36907), (13, 36889), (14, 36877), (18,
36802), (19, 36796), (21, 36703), (24, 36610), (25, 36574), (28, 36553), (30, 36523), (31, 36505), (33,
36487), (35, 36457),

Gene: BayC_46 Start: 36940, Stop: 36419, Start Num: 10

Candidate Starts for BayC_46:

(5, 37063), (Start: 10 @36940 has 7 MA's), (11, 36934), (12, 36904), (13, 36886), (14, 36874), (18,
36799), (19, 36793), (21, 36700), (24, 36607), (25, 36571), (28, 36550), (30, 36520), (31, 36502), (33,
36484), (35, 36454),

Gene: Maih_45 Start: 36942, Stop: 36421, Start Num: 10

Candidate Starts for Maih_45:

(5, 37065), (Start: 10 @36942 has 7 MA's), (11, 36936), (12, 36906), (13, 36888), (14, 36876), (18,
36801), (19, 36795), (21, 36702), (24, 36609), (25, 36573), (28, 36552), (30, 36522), (31, 36504), (33,
36486), (35, 36456),

Gene: RainyPolka_47 Start: 36940, Stop: 36410, Start Num: 10
Candidate Starts for RainyPolka_47:



(Start: 10 @36940 has 7 MA's), (12, 36904), (13, 36886), (16, 36826), (18, 36799), (20, 36748), (24,
36607), (29, 36544), (31, 36502), (32, 36496), (33, 36484), (34, 36454),

Gene: Salete_46 Start: 36940, Stop: 36419, Start Num: 10

Candidate Starts for Salete_46:

(5, 37063), (Start: 10 @36940 has 7 MA's), (11, 36934), (12, 36904), (13, 36886), (14, 36874), (18,
36799), (19, 36793), (21, 36700), (24, 36607), (25, 36571), (28, 36550), (30, 36520), (31, 36502), (33,
36484), (35, 36454),

Gene: TP1604_46 Start: 36946, Stop: 36425, Start Num: 10

Candidate Starts for TP1604_46:

(5, 37069), (Start: 10 @36946 has 7 MA's), (11, 36940), (12, 36910), (13, 36892), (14, 36880), (18,
36805), (19, 36799), (21, 36706), (24, 36613), (25, 36577), (28, 36556), (30, 36526), (31, 36508), (33,
36490), (35, 36460),

Gene: Xkcd426 50 Start: 43106, Stop: 42549, Start Num: 8

Candidate Starts for Xkcd426 50:

(1, 43361), (2, 43352), (3, 43259), (7, 43127), (Start: 8 @43106 has 1 MA's), (9, 43061), (12, 43016),
(17, 42935), (21, 42812), (22, 42800), (23, 42728), (25, 42683), (27, 42671), (33, 42611), (36, 42572),

Gene: YDN12_48 Start: 36767, Stop: 36117, Start Num: 4

Candidate Starts for YDN12_48:

(Start: 4 @36767 has 1 MA's), (6, 36731), (Start: 10 @36638 has 7 MA's), (11, 36632), (12, 36602),
(13, 36584), (15, 36551), (18, 36497), (19, 36491), (21, 36398), (24, 36305), (26, 36260), (30, 36218),
(32, 36194), (33, 36182), (37, 36137),



