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Pham 87619



Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 87619 Report

This analysis was run 04/05/24 on database version 557.

Pham number 87619 has 10 members, 3 are drafts.

Phages represented in each track:
• Track 1 : MulchSalad_49, LilSpotty_50, Squirty_46
• Track 2 : Misha28_48, Awesomesauce_50, TootsiePop_48
• Track 3 : DocMcStuffins_48, ChickenDinner_51, Piper2020_50
• Track 4 : Frankie_55

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 6, it was called
in 6 of the 7 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
• Awesomesauce_50, ChickenDinner_51, DocMcStuffins_48, LilSpotty_50,
Misha28_48, MulchSalad_49, Piper2020_50, Squirty_46, TootsiePop_48,

Genes that have the "Most Annotated" start but do not call it:
•

Genes that do not have the "Most Annotated" start:
• Frankie_55,

Summary by start number:

Start 6:
• Found in 9 of 10 ( 90.0% ) of genes in pham
• Manual Annotations of this start: 6 of 7
• Called 100.0% of time when present
• Phage (with cluster) where this start called: Awesomesauce_50 (F1),
ChickenDinner_51 (F1), DocMcStuffins_48 (F1), LilSpotty_50 (singleton),
Misha28_48 (F1), MulchSalad_49 (F), Piper2020_50 (F1), Squirty_46 (F3),
TootsiePop_48 (F1),

Start 7:
• Found in 1 of 10 ( 10.0% ) of genes in pham
• Manual Annotations of this start: 1 of 7



• Called 100.0% of time when present
• Phage (with cluster) where this start called: Frankie_55 (F1),

Summary by clusters:

There are 4 clusters represented in this pham: F1, singleton, F3, F,

Info for manual annotations of cluster F1:
•Start number 6 was manually annotated 4 times for cluster F1.
•Start number 7 was manually annotated 1 time for cluster F1.

Info for manual annotations of cluster F3:
•Start number 6 was manually annotated 1 time for cluster F3.

Gene Information:
Gene: Awesomesauce_50 Start: 35381, Stop: 35725, Start Num: 6
Candidate Starts for Awesomesauce_50:
(Start: 6 @35381 has 6 MA's), (8, 35408), (9, 35462), (10, 35486), (11, 35510), (12, 35513), (13,
35516), (14, 35564), (15, 35570), (16, 35579), (17, 35594), (18, 35609), (19, 35627), (20, 35639), (21,
35651), (22, 35669), (23, 35711),

Gene: ChickenDinner_51 Start: 36119, Stop: 36463, Start Num: 6
Candidate Starts for ChickenDinner_51:
(Start: 6 @36119 has 6 MA's), (8, 36146), (9, 36200), (10, 36224), (11, 36248), (12, 36251), (13,
36254), (15, 36308), (16, 36317), (17, 36332), (18, 36347), (19, 36365), (20, 36377), (21, 36389), (22,
36407), (23, 36449),

Gene: DocMcStuffins_48 Start: 36119, Stop: 36463, Start Num: 6
Candidate Starts for DocMcStuffins_48:
(Start: 6 @36119 has 6 MA's), (8, 36146), (9, 36200), (10, 36224), (11, 36248), (12, 36251), (13,
36254), (15, 36308), (16, 36317), (17, 36332), (18, 36347), (19, 36365), (20, 36377), (21, 36389), (22,
36407), (23, 36449),

Gene: Frankie_55 Start: 38167, Stop: 38496, Start Num: 7
Candidate Starts for Frankie_55:
(1, 38005), (2, 38020), (3, 38092), (4, 38116), (5, 38128), (Start: 7 @38167 has 1 MA's), (8, 38182), (9,
38236), (10, 38260), (13, 38290), (15, 38344), (16, 38353), (17, 38368), (18, 38383), (19, 38401), (20,
38413), (21, 38425), (22, 38443),

Gene: LilSpotty_50 Start: 34613, Stop: 34954, Start Num: 6
Candidate Starts for LilSpotty_50:
(Start: 6 @34613 has 6 MA's), (8, 34640), (9, 34694), (10, 34718), (11, 34742), (12, 34745), (13,
34748), (14, 34796), (15, 34802), (16, 34811), (17, 34826), (18, 34841), (19, 34859), (20, 34871), (21,
34883), (22, 34901),

Gene: Misha28_48 Start: 35386, Stop: 35730, Start Num: 6
Candidate Starts for Misha28_48:
(Start: 6 @35386 has 6 MA's), (8, 35413), (9, 35467), (10, 35491), (11, 35515), (12, 35518), (13,
35521), (14, 35569), (15, 35575), (16, 35584), (17, 35599), (18, 35614), (19, 35632), (20, 35644), (21,



35656), (22, 35674), (23, 35716),

Gene: MulchSalad_49 Start: 33960, Stop: 34301, Start Num: 6
Candidate Starts for MulchSalad_49:
(Start: 6 @33960 has 6 MA's), (8, 33987), (9, 34041), (10, 34065), (11, 34089), (12, 34092), (13,
34095), (14, 34143), (15, 34149), (16, 34158), (17, 34173), (18, 34188), (19, 34206), (20, 34218), (21,
34230), (22, 34248),

Gene: Piper2020_50 Start: 36102, Stop: 36446, Start Num: 6
Candidate Starts for Piper2020_50:
(Start: 6 @36102 has 6 MA's), (8, 36129), (9, 36183), (10, 36207), (11, 36231), (12, 36234), (13,
36237), (15, 36291), (16, 36300), (17, 36315), (18, 36330), (19, 36348), (20, 36360), (21, 36372), (22,
36390), (23, 36432),

Gene: Squirty_46 Start: 34270, Stop: 34611, Start Num: 6
Candidate Starts for Squirty_46:
(Start: 6 @34270 has 6 MA's), (8, 34297), (9, 34351), (10, 34375), (11, 34399), (12, 34402), (13,
34405), (14, 34453), (15, 34459), (16, 34468), (17, 34483), (18, 34498), (19, 34516), (20, 34528), (21,
34540), (22, 34558),

Gene: TootsiePop_48 Start: 35386, Stop: 35730, Start Num: 6
Candidate Starts for TootsiePop_48:
(Start: 6 @35386 has 6 MA's), (8, 35413), (9, 35467), (10, 35491), (11, 35515), (12, 35518), (13,
35521), (14, 35569), (15, 35575), (16, 35584), (17, 35599), (18, 35614), (19, 35632), (20, 35644), (21,
35656), (22, 35674), (23, 35716),


