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5: phiSASD1_39

4: Dubu_17

3: SPB78_21

2: Kardesai_18 + 1

1: Hankly_18

Pham 88525



Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 88525 Report

This analysis was run 04/05/24 on database version 557.

Pham number 88525 has 6 members, 3 are drafts.

Phages represented in each track:
• Track 1 : Hankly_18
• Track 2 : Kardesai_18, Mooshroom_18
• Track 3 : SPB78_21
• Track 4 : Dubu_17
• Track 5 : phiSASD1_39

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 5, it was called
in 2 of the 3 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
• Hankly_18, Kardesai_18, Mooshroom_18,

Genes that have the "Most Annotated" start but do not call it:
•

Genes that do not have the "Most Annotated" start:
• Dubu_17, SPB78_21, phiSASD1_39,

Summary by start number:

Start 1:
• Found in 1 of 6 ( 16.7% ) of genes in pham
• No Manual Annotations of this start.
• Called 100.0% of time when present
• Phage (with cluster) where this start called: SPB78_21 (BA),

Start 5:
• Found in 3 of 6 ( 50.0% ) of genes in pham
• Manual Annotations of this start: 2 of 3
• Called 100.0% of time when present
• Phage (with cluster) where this start called: Hankly_18 (AM), Kardesai_18 (AM),
Mooshroom_18 (AM),



Start 7:
• Found in 2 of 6 ( 33.3% ) of genes in pham
• Manual Annotations of this start: 1 of 3
• Called 50.0% of time when present
• Phage (with cluster) where this start called: Dubu_17 (BJ),

Start 9:
• Found in 2 of 6 ( 33.3% ) of genes in pham
• No Manual Annotations of this start.
• Called 50.0% of time when present
• Phage (with cluster) where this start called: phiSASD1_39 (BJ),

Summary by clusters:

There are 3 clusters represented in this pham: AM, BA, BJ,

Info for manual annotations of cluster AM:
•Start number 5 was manually annotated 2 times for cluster AM.

Info for manual annotations of cluster BJ:
•Start number 7 was manually annotated 1 time for cluster BJ.

Gene Information:
Gene: Dubu_17 Start: 14851, Stop: 16461, Start Num: 7
Candidate Starts for Dubu_17:
(Start: 7 @14851 has 1 MA's), (8, 14863), (9, 14884), (11, 14914), (12, 14935), (14, 14971), (16,
14995), (18, 15106), (20, 15145), (24, 15229), (25, 15250), (26, 15265), (30, 15343), (32, 15370), (40,
15514), (43, 15661), (50, 15808), (52, 15823), (56, 16006), (58, 16072), (59, 16099), (60, 16105), (61,
16108), (63, 16213), (65, 16273), (66, 16300), (67, 16357),

Gene: Hankly_18 Start: 14390, Stop: 16015, Start Num: 5
Candidate Starts for Hankly_18:
(Start: 5 @14390 has 2 MA's), (17, 14594), (21, 14768), (27, 14855), (29, 14909), (36, 15020), (42,
15209), (47, 15326), (49, 15344), (50, 15362), (54, 15503), (57, 15593), (58, 15608), (59, 15635), (68,
15917), (69, 15926), (71, 16007),

Gene: Kardesai_18 Start: 14771, Stop: 16396, Start Num: 5
Candidate Starts for Kardesai_18:
(Start: 5 @14771 has 2 MA's), (17, 14975), (21, 15149), (27, 15236), (29, 15290), (36, 15401), (42,
15590), (47, 15707), (49, 15725), (50, 15743), (54, 15884), (57, 15974), (58, 15989), (59, 16016), (68,
16298), (69, 16307), (71, 16388),

Gene: Mooshroom_18 Start: 14771, Stop: 16396, Start Num: 5
Candidate Starts for Mooshroom_18:
(Start: 5 @14771 has 2 MA's), (17, 14975), (21, 15149), (27, 15236), (29, 15290), (36, 15401), (42,
15590), (47, 15707), (49, 15725), (50, 15743), (54, 15884), (57, 15974), (58, 15989), (59, 16016), (68,
16298), (69, 16307), (71, 16388),



Gene: SPB78_21 Start: 17253, Stop: 19277, Start Num: 1
Candidate Starts for SPB78_21:
(1, 17253), (2, 17289), (3, 17331), (4, 17541), (6, 17637), (10, 17703), (13, 17748), (15, 17808), (18,
17928), (19, 17940), (23, 18042), (24, 18051), (26, 18084), (29, 18144), (31, 18168), (33, 18192), (35,
18252), (37, 18276), (38, 18282), (40, 18333), (41, 18420), (43, 18480), (44, 18528), (45, 18534), (48,
18594), (51, 18639), (53, 18756), (55, 18786), (57, 18873),

Gene: phiSASD1_39 Start: 14866, Stop: 16452, Start Num: 9
Candidate Starts for phiSASD1_39:
(Start: 7 @14833 has 1 MA's), (9, 14866), (11, 14896), (12, 14917), (14, 14953), (18, 15088), (20,
15127), (22, 15190), (24, 15211), (25, 15232), (26, 15247), (27, 15253), (28, 15283), (29, 15307), (34,
15382), (38, 15445), (39, 15490), (40, 15496), (43, 15643), (46, 15724), (50, 15790), (56, 15988), (57,
16039), (60, 16087), (61, 16090), (62, 16153), (63, 16195), (64, 16240), (70, 16402),


