
9 10 12 2123 25 262728 303132 33 34 35 37 39 40 4344 45 4647 4849 5051 5253545556585960 61 63 64 66 67686970717273 74 757677 78 79

23 4578 1314 15 1718 1920 22 25 262728 29 303132 33 34 35 36 3839 40 41424344 45 4647 4849 5051 5354555657585960 62 63 64 66 67686970717273 74 757677 78 79

1 23 4678 11 151617 19 24 25 262728 29 303132 33 35 3839 40 424344 45 4647 4849 5051 535557585960 61 6465 67686970717273 74 757677 78 79

3: Mutzi_36

2: Utz_30

1: UmaThurman_30

Pham 89546



Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 89546 Report

This analysis was run 04/05/24 on database version 557.

Pham number 89546 has 3 members, 0 are drafts.

Phages represented in each track:
• Track 1 : UmaThurman_30
• Track 2 : Utz_30
• Track 3 : Mutzi_36

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 2, it was called
in 2 of the 3 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
• UmaThurman_30, Utz_30,

Genes that have the "Most Annotated" start but do not call it:
•

Genes that do not have the "Most Annotated" start:
• Mutzi_36,

Summary by start number:

Start 2:
• Found in 2 of 3 ( 66.7% ) of genes in pham
• Manual Annotations of this start: 2 of 3
• Called 100.0% of time when present
• Phage (with cluster) where this start called: UmaThurman_30 (CV), Utz_30 (CV),

Start 9:
• Found in 1 of 3 ( 33.3% ) of genes in pham
• Manual Annotations of this start: 1 of 3
• Called 100.0% of time when present
• Phage (with cluster) where this start called: Mutzi_36 (DC1),

Summary by clusters:



There are 2 clusters represented in this pham: CV, DC1,

Info for manual annotations of cluster CV:
•Start number 2 was manually annotated 2 times for cluster CV.

Info for manual annotations of cluster DC1:
•Start number 9 was manually annotated 1 time for cluster DC1.

Gene Information:
Gene: Mutzi_36 Start: 30571, Stop: 33525, Start Num: 9
Candidate Starts for Mutzi_36:
(Start: 9 @30571 has 1 MA's), (10, 30592), (12, 30649), (21, 30907), (23, 30922), (25, 31027), (26,
31096), (27, 31111), (28, 31117), (30, 31228), (31, 31258), (32, 31276), (33, 31381), (34, 31426), (35,
31486), (37, 31573), (39, 31657), (40, 31720), (43, 31879), (44, 31882), (45, 32086), (46, 32206), (47,
32209), (48, 32245), (49, 32278), (50, 32323), (51, 32326), (52, 32422), (53, 32425), (54, 32431), (55,
32455), (56, 32467), (58, 32500), (59, 32533), (60, 32548), (61, 32629), (63, 32797), (64, 32860), (66,
32914), (67, 33061), (68, 33070), (69, 33085), (70, 33115), (71, 33148), (72, 33154), (73, 33163), (74,
33208), (75, 33277), (76, 33307), (77, 33316), (78, 33352), (79, 33430),

Gene: UmaThurman_30 Start: 25353, Stop: 28478, Start Num: 2
Candidate Starts for UmaThurman_30:
(1, 25095), (Start: 2 @25353 has 2 MA's), (3, 25371), (4, 25440), (6, 25452), (7, 25461), (8, 25464),
(11, 25545), (15, 25641), (16, 25659), (17, 25677), (19, 25785), (24, 25890), (25, 25980), (26, 26049),
(27, 26064), (28, 26070), (29, 26109), (30, 26181), (31, 26211), (32, 26229), (33, 26334), (35, 26439),
(38, 26589), (39, 26610), (40, 26673), (42, 26799), (43, 26832), (44, 26835), (45, 27039), (46, 27159),
(47, 27162), (48, 27198), (49, 27231), (50, 27276), (51, 27279), (53, 27378), (55, 27408), (57, 27435),
(58, 27453), (59, 27486), (60, 27501), (61, 27582), (64, 27813), (65, 27837), (67, 28014), (68, 28023),
(69, 28038), (70, 28068), (71, 28101), (72, 28107), (73, 28116), (74, 28161), (75, 28230), (76, 28260),
(77, 28269), (78, 28305), (79, 28383),

Gene: Utz_30 Start: 25187, Stop: 28360, Start Num: 2
Candidate Starts for Utz_30:
(Start: 2 @25187 has 2 MA's), (3, 25205), (4, 25274), (5, 25277), (7, 25295), (8, 25298), (13, 25415),
(14, 25439), (15, 25475), (17, 25511), (18, 25526), (19, 25619), (20, 25643), (22, 25694), (25, 25862),
(26, 25931), (27, 25946), (28, 25952), (29, 25991), (30, 26063), (31, 26093), (32, 26111), (33, 26216),
(34, 26261), (35, 26321), (36, 26387), (38, 26471), (39, 26492), (40, 26555), (41, 26651), (42, 26681),
(43, 26714), (44, 26717), (45, 26921), (46, 27041), (47, 27044), (48, 27080), (49, 27113), (50, 27158),
(51, 27161), (53, 27260), (54, 27266), (55, 27290), (56, 27302), (57, 27317), (58, 27335), (59, 27368),
(60, 27383), (62, 27584), (63, 27632), (64, 27695), (66, 27749), (67, 27896), (68, 27905), (69, 27920),
(70, 27950), (71, 27983), (72, 27989), (73, 27998), (74, 28043), (75, 28112), (76, 28142), (77, 28151),
(78, 28187), (79, 28265),


