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Pham 9098



Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 9098 Report

This analysis was run 03/30/24 on database version 556.

Pham number 9098 has 5 members, 0 are drafts.

Phages represented in each track:
• Track 1 : KellEzio_28
• Track 2 : DanielleIgnace_21
• Track 3 : BeatusComedenti_28, Kitkat_29
• Track 4 : Magritte_31

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 3, it was called
in 4 of the 5 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
• BeatusComedenti_28, KellEzio_28, Kitkat_29, Magritte_31,

Genes that have the "Most Annotated" start but do not call it:
• DanielleIgnace_21,

Genes that do not have the "Most Annotated" start:
•

Summary by start number:

Start 3:
• Found in 5 of 5 ( 100.0% ) of genes in pham
• Manual Annotations of this start: 4 of 5
• Called 80.0% of time when present
• Phage (with cluster) where this start called: BeatusComedenti_28 (AT), KellEzio_28
(AT), Kitkat_29 (AT), Magritte_31 (singleton),

Start 4:
• Found in 4 of 5 ( 80.0% ) of genes in pham
• Manual Annotations of this start: 1 of 5
• Called 25.0% of time when present
• Phage (with cluster) where this start called: DanielleIgnace_21 (AT),



Summary by clusters:

There are 2 clusters represented in this pham: singleton, AT,

Info for manual annotations of cluster AT:
•Start number 3 was manually annotated 3 times for cluster AT.
•Start number 4 was manually annotated 1 time for cluster AT.

Gene Information:
Gene: BeatusComedenti_28 Start: 15501, Stop: 16601, Start Num: 3
Candidate Starts for BeatusComedenti_28:
(Start: 3 @15501 has 4 MA's), (Start: 4 @15507 has 1 MA's), (7, 15558), (8, 15564), (10, 15585), (16,
15690), (22, 15765), (23, 15798), (25, 15903), (26, 15906), (29, 15957), (32, 16008), (34, 16053), (35,
16101), (36, 16113), (38, 16179), (40, 16215), (44, 16305), (45, 16314), (46, 16332), (47, 16335), (49,
16359), (52, 16407), (62, 16596),

Gene: DanielleIgnace_21 Start: 14674, Stop: 15762, Start Num: 4
Candidate Starts for DanielleIgnace_21:
(1, 14479), (2, 14482), (Start: 3 @14668 has 4 MA's), (Start: 4 @14674 has 1 MA's), (5, 14680), (7,
14725), (8, 14731), (9, 14737), (10, 14752), (11, 14758), (12, 14764), (13, 14773), (15, 14851), (16,
14857), (17, 14860), (20, 14914), (21, 14920), (22, 14932), (24, 15031), (25, 15064), (26, 15067), (27,
15070), (28, 15088), (29, 15118), (30, 15130), (31, 15166), (36, 15274), (37, 15304), (39, 15361), (42,
15427), (44, 15466), (45, 15475), (46, 15493), (47, 15496), (48, 15505), (49, 15520), (50, 15550), (52,
15568), (53, 15604), (55, 15640), (56, 15679), (60, 15745), (61, 15754), (62, 15757),

Gene: KellEzio_28 Start: 15503, Stop: 16603, Start Num: 3
Candidate Starts for KellEzio_28:
(Start: 3 @15503 has 4 MA's), (Start: 4 @15509 has 1 MA's), (8, 15566), (10, 15587), (16, 15692),
(22, 15767), (23, 15800), (25, 15905), (26, 15908), (29, 15959), (32, 16010), (34, 16055), (35, 16103),
(36, 16115), (38, 16181), (40, 16217), (44, 16307), (45, 16316), (46, 16334), (47, 16337), (49, 16361),
(52, 16409), (62, 16598),

Gene: Kitkat_29 Start: 15621, Stop: 16721, Start Num: 3
Candidate Starts for Kitkat_29:
(Start: 3 @15621 has 4 MA's), (Start: 4 @15627 has 1 MA's), (7, 15678), (8, 15684), (10, 15705), (16,
15810), (22, 15885), (23, 15918), (25, 16023), (26, 16026), (29, 16077), (32, 16128), (34, 16173), (35,
16221), (36, 16233), (38, 16299), (40, 16335), (44, 16425), (45, 16434), (46, 16452), (47, 16455), (49,
16479), (52, 16527), (62, 16716),

Gene: Magritte_31 Start: 28204, Stop: 29334, Start Num: 3
Candidate Starts for Magritte_31:
(Start: 3 @28204 has 4 MA's), (6, 28228), (14, 28345), (18, 28411), (19, 28435), (22, 28471), (23,
28498), (33, 28693), (34, 28702), (41, 28915), (43, 28951), (45, 28969), (51, 29059), (53, 29104), (54,
29131), (57, 29203), (58, 29224), (59, 29239), (63, 29308),


