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Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 303965 Report

This analysis was run 06/08/26 on database version 649.
Pham number 303965 has 7 members, 0 are drafts.

Phages represented in each track:
» Track 1 : Daddyjeff 10

* Track 2 : JoyLin_9

» Track 3 : Serenabean_10

» Track 4 : Sweetclover_11

* Track 5 : Yotsuba 9, Eevee 9

» Track 6 : AddiRose_10

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 2, it was called
in 3 of the 7 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
* AddiRose 10, Serenabean_10, Sweetclover 11,

Genes that have the "Most Annotated" start but do not call it:
» Daddyjeff_10,

Genes that do not have the "Most Annotated" start:
* Eevee_ 9, JoyLin_9, Yotsuba_9,

Summary by start number:

Start 1:

* Found in 3 of 7 (42.9% ) of genes in pham

» Manual Annotations of this start: 3 of 7

* Called 100.0% of time when present

» Phage (with cluster) where this start called: Eevee_9 (JA), JoyLin_9 (JA), Yotsuba_9
(JA),

Start 2:

* Found in 4 of 7 (57.1% ) of genes in pham
» Manual Annotations of this start: 3 of 7

* Called 75.0% of time when present



» Phage (with cluster) where this start called: AddiRose_10 (JA), Serenabean_10 (JA),
Sweetclover_11 (JA),

Start 3:

* Found in 3 of 7 (42.9% ) of genes in pham

» Manual Annotations of this start: 1 of 7

* Called 33.3% of time when present

» Phage (with cluster) where this start called: Daddyjeff_10 (JA),

Summary by clusters:
There is one cluster represented in this pham: JA

Info for manual annotations of cluster JA:

Start number 1 was manually annotated 3 times for cluster JA.
«Start number 2 was manually annotated 3 times for cluster JA.
«Start number 3 was manually annotated 1 time for cluster JA.

Gene Information:

Gene: AddiRose_10 Start: 4266, Stop: 7010, Start Num: 2

Candidate Starts for AddiRose 10:

(Start: 2 @4266 has 3 MA's), (Start: 3 @4269 has 1 MA's), (4, 4323), (8, 4434), (9, 4473), (17, 4887),
(19, 4956), (21, 5025), (22, 5037), (23, 5052), (24, 5061), (26, 5070), (27, 5130), (29, 5235), (30, 5268),
(31, 5298), (33, 5337), (34, 5352), (37, 5388), (39, 5490), (48, 5829), (54, 5991), (55, 6003), (56, 6015),
(57, 6036), (60, 6216), (64, 6357), (65, 6399), (66, 6468), (70, 6597), (71, 6609), (72, 6612), (73, 6642),
(74, 6705), (75, 6723), (76, 6753), (78, 6762), (81, 6813), (82, 6822),

Gene: Daddyjeff 10 Start: 4268, Stop: 7009, Start Num: 3

Candidate Starts for Daddyjeff_10:

(Start: 2 @4265 has 3 MA's), (Start: 3 @4268 has 1 MA's), (4, 4322), (10, 4478), (13, 4700), (20,
4982), (21, 5024), (22, 5036), (23, 5051), (24, 5060), (26, 5069), (27, 5129), (33, 5336), (34, 5351), (35,
5360), (41, 5600), (47, 5738), (48, 5828), (50, 5873), (54, 5990), (55, 6002), (56, 6014), (57, 6035), (64,
6356), (65, 6398), (66, 6467), (72, 6611), (73, 6641), (74, 6704), (78, 6761), (82, 6821),

Gene: Eevee_9 Start: 3800, Stop: 6625, Start Num: 1

Candidate Starts for Eevee_9:

(Start: 1 @3800 has 3 MA's), (5, 3878), (21, 4571), (22, 4583), (23, 4598), (24, 4607), (26, 4616), (34,
4898), (41, 5147), (43, 5177), (56, 5579), (59, 5747), (61, 5792), (62, 5816), (66, 6032), (67, 6044), (72,
6176), (74, 6269), (78, 6326), (82, 6383), (83, 6389), (84, 6395), (85, 6518), (86, 6548),

Gene: JoyLin_9 Start: 3800, Stop: 6625, Start Num: 1

Candidate Starts for JoyLin_9:

(Start: 1 @3800 has 3 MA's), (5, 3878), (21, 4571), (23, 4598), (24, 4607), (26, 4616), (34, 4898), (41,
5147), (43, 5177), (56, 5579), (59, 5747), (61, 5792), (62, 5816), (66, 6032), (67, 6044), (69, 6143), (72,
6176), (74, 6269), (77, 6323), (78, 6326), (82, 6383), (84, 6395), (86, 6548),

Gene: Serenabean_10 Start: 4265, Stop: 7009, Start Num: 2

Candidate Starts for Serenabean_10:

(Start: 2 @4265 has 3 MA's), (Start: 3 @4268 has 1 MA's), (4, 4322), (10, 4478), (13, 4700), (21,
5024), (22, 5036), (23, 5051), (24, 5060), (26, 5069), (27, 5129), (28, 5171), (33, 5336), (34, 5351), (35,



5360), (41, 5600), (47, 5738), (48, 5828), (50, 5873), (54, 5990), (55, 6002), (56, 6014), (57, 6035), (64,
6356), (65, 6398), (66, 6467), (72, 6611), (73, 6641), (74, 6704), (78, 6761), (82, 6821),

Gene: Sweetclover_11 Start: 4236, Stop: 6944, Start Num: 2

Candidate Starts for Sweetclover_11:

(Start: 2 @4236 has 3 MA's), (4, 4293), (6, 4332), (7, 4392), (9, 4449), (11, 4458), (12, 4608), (13,
4671), (14, 4698), (15, 4764), (16, 4779), (18, 4914), (22, 5001), (23, 5016), (25, 5031), (29, 5178), (32,
5232), (34, 5277), (36, 5301), (38, 5403), (40, 5475), (42, 5550), (44, 5601), (45, 5613), (46, 5643), (49,
5769), (51, 5805), (52, 5886), (53, 5895), (55, 5931), (56, 5943), (57, 5964), (58, 6078), (63, 6186), (66,
6402), (68, 6471), (72, 6546), (74, 6639), (78, 6696), (79, 6702), (80, 6705), (82, 6756),

Gene: Yotsuba 9 Start: 3800, Stop: 6625, Start Num: 1

Candidate Starts for Yotsuba_9:

(Start: 1 @3800 has 3 MA's), (5, 3878), (21, 4571), (22, 4583), (23, 4598), (24, 4607), (26, 4616), (34,
4898), (41, 5147), (43, 5177), (56, 5579), (59, 5747), (61, 5792), (62, 5816), (66, 6032), (67, 6044), (72,
6176), (74, 6269), (78, 6326), (82, 6383), (83, 6389), (84, 6395), (85, 6518), (86, 6548),





