
1 2 4 7 9 11 12 15 16 18 2224 27 2829 30 31 3234 35 37 39 41 424445 464849 50 515253 55 57 61 63 64 6567 68 70 72 74 7576

2 3 578 9 1011 12 1314 17 1920 21 23 26 30 31 3233 35 36 38 39 4041 42434445 46474849 50 51 54 55 57 596061 63 64 67 686970 71 72 73 74 77

2 4 56 9 1011 12 18 25 26 27 29 30 31 32 35 36 39 41 424445 464849 50 5153 55 56 5758 6162 63 64 656667 68 72 73 74 78

3: Hendrix_115

2: Dewdrop_117 + 1

1: Rasputia_111

Pham 304083



Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 304083 Report

This analysis was run 06/08/26 on database version 649.

Pham number 304083 has 4 members, 0 are drafts.

Phages represented in each track:
• Track 1 : Rasputia_111
• Track 2 : Dewdrop_117, Leaf_117
• Track 3 : Hendrix_115

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 2, it was called
in 4 of the 4 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
• Dewdrop_117, Hendrix_115, Leaf_117, Rasputia_111,

Genes that have the "Most Annotated" start but do not call it:
•

Genes that do not have the "Most Annotated" start:
•

Summary by start number:

Start 2:
• Found in 4 of 4 ( 100.0% ) of genes in pham
• Manual Annotations of this start: 4 of 4
• Called 100.0% of time when present
• Phage (with cluster) where this start called: Dewdrop_117 (GC), Hendrix_115 (GC),
Leaf_117 (GC), Rasputia_111 (GC),

Summary by clusters:

There is one cluster represented in this pham: GC

Info for manual annotations of cluster GC:
•Start number 2 was manually annotated 4 times for cluster GC.



Gene Information:
Gene: Dewdrop_117 Start: 70672, Stop: 72663, Start Num: 2
Candidate Starts for Dewdrop_117:
(Start: 2 @70672 has 4 MA's), (3, 70705), (5, 70900), (7, 70906), (8, 70909), (9, 70939), (10, 70960),
(11, 70972), (12, 71026), (13, 71053), (14, 71062), (17, 71116), (19, 71134), (20, 71137), (21, 71188),
(23, 71230), (26, 71332), (30, 71494), (31, 71518), (32, 71542), (33, 71545), (35, 71587), (36, 71608),
(38, 71632), (39, 71653), (40, 71674), (41, 71683), (42, 71779), (43, 71782), (44, 71794), (45, 71806),
(46, 71833), (47, 71842), (48, 71845), (49, 71863), (50, 71917), (51, 71962), (54, 71998), (55, 72046),
(57, 72124), (59, 72160), (60, 72175), (61, 72178), (63, 72250), (64, 72292), (67, 72337), (68, 72358),
(69, 72370), (70, 72382), (71, 72436), (72, 72496), (73, 72523), (74, 72568), (77, 72646),

Gene: Hendrix_115 Start: 71918, Stop: 73936, Start Num: 2
Candidate Starts for Hendrix_115:
(1, 71888), (Start: 2 @71918 has 4 MA's), (4, 72131), (7, 72152), (9, 72185), (11, 72218), (12, 72272),
(15, 72323), (16, 72353), (18, 72404), (22, 72506), (24, 72521), (27, 72707), (28, 72749), (29, 72752),
(30, 72773), (31, 72797), (32, 72821), (34, 72827), (35, 72866), (37, 72899), (39, 72932), (41, 72962),
(42, 73058), (44, 73073), (45, 73085), (46, 73112), (48, 73124), (49, 73142), (50, 73196), (51, 73241),
(52, 73253), (53, 73256), (55, 73325), (57, 73403), (61, 73457), (63, 73529), (64, 73571), (65, 73598),
(67, 73616), (68, 73637), (70, 73661), (72, 73775), (74, 73847), (75, 73895), (76, 73898),

Gene: Leaf_117 Start: 70672, Stop: 72663, Start Num: 2
Candidate Starts for Leaf_117:
(Start: 2 @70672 has 4 MA's), (3, 70705), (5, 70900), (7, 70906), (8, 70909), (9, 70939), (10, 70960),
(11, 70972), (12, 71026), (13, 71053), (14, 71062), (17, 71116), (19, 71134), (20, 71137), (21, 71188),
(23, 71230), (26, 71332), (30, 71494), (31, 71518), (32, 71542), (33, 71545), (35, 71587), (36, 71608),
(38, 71632), (39, 71653), (40, 71674), (41, 71683), (42, 71779), (43, 71782), (44, 71794), (45, 71806),
(46, 71833), (47, 71842), (48, 71845), (49, 71863), (50, 71917), (51, 71962), (54, 71998), (55, 72046),
(57, 72124), (59, 72160), (60, 72175), (61, 72178), (63, 72250), (64, 72292), (67, 72337), (68, 72358),
(69, 72370), (70, 72382), (71, 72436), (72, 72496), (73, 72523), (74, 72568), (77, 72646),

Gene: Rasputia_111 Start: 69328, Stop: 71340, Start Num: 2
Candidate Starts for Rasputia_111:
(Start: 2 @69328 has 4 MA's), (4, 69541), (5, 69556), (6, 69559), (9, 69595), (10, 69616), (11, 69628),
(12, 69682), (18, 69802), (25, 69931), (26, 70009), (27, 70105), (29, 70150), (30, 70171), (31, 70195),
(32, 70219), (35, 70264), (36, 70285), (39, 70330), (41, 70360), (42, 70456), (44, 70471), (45, 70483),
(46, 70510), (48, 70522), (49, 70540), (50, 70594), (51, 70639), (53, 70654), (55, 70723), (56, 70777),
(57, 70801), (58, 70810), (61, 70855), (62, 70858), (63, 70930), (64, 70972), (65, 70999), (66, 71014),
(67, 71017), (68, 71038), (72, 71176), (73, 71203), (74, 71248), (78, 71329),




