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Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 305545 Report

This analysis was run 06/08/26 on database version 649.

Pham number 305545 has 8 members, 0 are drafts.

Phages represented in each track:
• Track 1 : Kozie_71
• Track 2 : MementoMori_73
• Track 3 : Terij_71
• Track 4 : Cressida_74
• Track 5 : Matzah_73
• Track 6 : Margaery_71
• Track 7 : Cinna_71
• Track 8 : Kithara_50

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 9, it was called
in 6 of the 8 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
• Cinna_71, Cressida_74, Margaery_71, Matzah_73, MementoMori_73, Terij_71,

Genes that have the "Most Annotated" start but do not call it:
•

Genes that do not have the "Most Annotated" start:
• Kithara_50, Kozie_71,

Summary by start number:

Start 9:
• Found in 6 of 8 ( 75.0% ) of genes in pham
• Manual Annotations of this start: 6 of 8
• Called 100.0% of time when present
• Phage (with cluster) where this start called: Cinna_71 (EI), Cressida_74 (EI),
Margaery_71 (EI), Matzah_73 (EI), MementoMori_73 (EI), Terij_71 (EI),

Start 10:
• Found in 1 of 8 ( 12.5% ) of genes in pham



• Manual Annotations of this start: 1 of 8
• Called 100.0% of time when present
• Phage (with cluster) where this start called: Kozie_71 (EI),

Start 11:
• Found in 1 of 8 ( 12.5% ) of genes in pham
• Manual Annotations of this start: 1 of 8
• Called 100.0% of time when present
• Phage (with cluster) where this start called: Kithara_50 (singleton),

Summary by clusters:

There are 2 clusters represented in this pham: singleton, EI,

Info for manual annotations of cluster EI:
•Start number 9 was manually annotated 6 times for cluster EI.
•Start number 10 was manually annotated 1 time for cluster EI.

Gene Information:
Gene: Cinna_71 Start: 45361, Stop: 46236, Start Num: 9
Candidate Starts for Cinna_71:
(7, 45322), (8, 45331), (Start: 9 @45361 has 6 MA's), (12, 45409), (15, 45523), (17, 45592), (18,
45601), (20, 45631), (21, 45661), (23, 45715), (24, 45742), (25, 45751), (28, 45838), (34, 45997), (48,
46150), (49, 46153), (52, 46192), (53, 46201),

Gene: Cressida_74 Start: 44976, Stop: 45851, Start Num: 9
Candidate Starts for Cressida_74:
(Start: 9 @44976 has 6 MA's), (12, 45024), (15, 45138), (16, 45204), (17, 45207), (18, 45216), (20,
45246), (21, 45276), (23, 45330), (24, 45357), (25, 45366), (28, 45453), (34, 45612), (36, 45624), (48,
45765), (49, 45768), (52, 45807), (53, 45816),

Gene: Kithara_50 Start: 40288, Stop: 39392, Start Num: 11
Candidate Starts for Kithara_50:
(1, 41107), (2, 40948), (3, 40720), (6, 40372), (Start: 11 @40288 has 1 MA's), (13, 40261), (14, 40198),
(15, 40156), (17, 40087), (19, 40066), (23, 39964), (25, 39928), (26, 39919), (34, 39673), (35, 39670),
(37, 39628), (38, 39610), (47, 39511), (50, 39484),

Gene: Kozie_71 Start: 44697, Stop: 45593, Start Num: 10
Candidate Starts for Kozie_71:
(Start: 10 @44697 has 1 MA's), (12, 44748), (13, 44757), (20, 44970), (22, 45051), (24, 45087), (29,
45192), (30, 45213), (31, 45264), (39, 45408), (41, 45432), (51, 45531), (53, 45549),

Gene: Margaery_71 Start: 44860, Stop: 45768, Start Num: 9
Candidate Starts for Margaery_71:
(7, 44821), (Start: 9 @44860 has 6 MA's), (12, 44917), (13, 44926), (15, 45031), (24, 45256), (27,
45304), (29, 45361), (32, 45508), (39, 45586), (40, 45589), (45, 45643), (46, 45667), (48, 45679),

Gene: Matzah_73 Start: 45428, Stop: 46303, Start Num: 9
Candidate Starts for Matzah_73:



(7, 45389), (8, 45398), (Start: 9 @45428 has 6 MA's), (12, 45476), (15, 45590), (16, 45656), (17,
45659), (18, 45668), (20, 45698), (21, 45728), (23, 45782), (24, 45809), (25, 45818), (28, 45905), (33,
46055), (34, 46064), (43, 46160), (44, 46163), (48, 46217), (49, 46220), (52, 46259), (53, 46268),

Gene: MementoMori_73 Start: 45316, Stop: 46191, Start Num: 9
Candidate Starts for MementoMori_73:
(7, 45277), (8, 45286), (Start: 9 @45316 has 6 MA's), (12, 45364), (15, 45478), (17, 45547), (18,
45556), (20, 45586), (21, 45616), (22, 45667), (23, 45670), (24, 45697), (25, 45706), (28, 45793), (33,
45943), (34, 45952), (43, 46048), (44, 46051), (48, 46105), (49, 46108), (52, 46147), (53, 46156),

Gene: Terij_71 Start: 43915, Stop: 44793, Start Num: 9
Candidate Starts for Terij_71:
(4, 43564), (5, 43741), (7, 43876), (Start: 9 @43915 has 6 MA's), (12, 43963), (15, 44077), (16, 44143),
(17, 44146), (20, 44185), (23, 44269), (24, 44296), (25, 44305), (34, 44551), (36, 44563), (42, 44638),
(48, 44704), (49, 44707), (52, 44746), (53, 44755),




