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Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 310276 Report

This analysis was run 09/05/26 on database version 662.
Pham number 310276 has 4 members, 0 are drafts.

Phages represented in each track:
*Track 1: Faja_34

» Track 2 : Rooter_26

» Track 3 : Kukla_31

* Track 4 : MrSmee_26

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 15, it was
called in 1 of the 4 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
* Faja_34,

Genes that have the "Most Annotated" start but do not call it:

Genes that do not have the "Most Annotated" start:
e Kukla_31, MrSmee_26, Rooter_26,

Summary by start number:

Start 1:

* Found in 1 of 4 ( 25.0% ) of genes in pham

» Manual Annotations of this start: 1 of 4

* Called 100.0% of time when present

* Phage (with cluster) where this start called: Rooter_26 (FB),

Start 8:

* Found in 1 of 4 ( 25.0% ) of genes in pham

» Manual Annotations of this start: 1 of 4

* Called 100.0% of time when present

* Phage (with cluster) where this start called: MrSmee_26 (FQ1),

Start 10:



* Found in 1 of 4 ( 25.0% ) of genes in pham

» Manual Annotations of this start: 1 of 4

* Called 100.0% of time when present

* Phage (with cluster) where this start called: Kukla_31 (FJ),

Start 15:

* Found in 1 of 4 ( 25.0% ) of genes in pham

» Manual Annotations of this start: 1 of 4

* Called 100.0% of time when present

» Phage (with cluster) where this start called: Faja_34 (AY),

Summary by clusters:
There are 4 clusters represented in this pham: AY, FB, FQ1, FJ,

Info for manual annotations of cluster AY:
«Start number 15 was manually annotated 1 time for cluster AY.

Info for manual annotations of cluster FB:
«Start number 1 was manually annotated 1 time for cluster FB.

Info for manual annotations of cluster FJ:
*Start number 10 was manually annotated 1 time for cluster FJ.

Info for manual annotations of cluster FQL1:
«Start number 8 was manually annotated 1 time for cluster FQL1.

Gene Information:

Gene: Faja_34 Start: 25398, Stop: 24313, Start Num: 15

Candidate Starts for Faja_34:

(5, 25464), (11, 25437), (13, 25422), (Start: 15 @25398 has 1 MA's), (19, 25329), (20, 25323), (27,
25224), (31, 25191), (33, 25170), (37, 25122), (38, 25113), (40, 25092), (47, 25053), (51, 24930), (57,
24882), (60, 24840), (65, 24810), (66, 24804), (70, 24756), (71, 24747), (73, 24729), (77, 24690), (79,
24669), (81, 24654), (87, 24558), (88, 24543), (102, 24408), (103, 24396),

Gene: Kukla_31 Start: 25310, Stop: 24156, Start Num: 10

Candidate Starts for Kukla_31:

(7, 25319), (Start: 10 @25310 has 1 MA's), (21, 25193), (23, 25154), (24, 25136), (25, 25127), (26,
25121), (28, 25091), (29, 25088), (30, 25085), (35, 25016), (36, 25004), (43, 24944), (44, 24941), (47,
24923), (48, 24884), (49, 24836), (55, 24758), (56, 24755), (61, 24698), (63, 24689), (69, 24632), (75,
24575), (76, 24560), (81, 24503), (83, 24452), (84, 24449), (85, 24437), (86, 24434), (90, 24383), (91,
24380), (96, 24296), (97, 24287), (100, 24266), (105, 24239),

Gene: MrSmee_26 Start: 20801, Stop: 21958, Start Num: 8

Candidate Starts for MrSmee_26:

(6, 20786), (Start: 8 @20801 has 1 MA's), (14, 20849), (17, 20873), (22, 20972), (26, 21008), (42,
21185), (46, 21209), (54, 21377), (58, 21398), (59, 21401), (62, 21449), (68, 21509), (80, 21614), (85,
21692), (92, 21773), (93, 21782), (101, 21857), (104, 21872),

Gene: Rooter_26 Start: 21531, Stop: 20212, Start Num: 1



Candidate Starts for Rooter_26:

(Start: 1 @21531 has 1 MA's), (2, 21522), (3, 21477), (4, 21468), (9, 21354), (12, 21330), (16, 21294),
(18, 21264), (21, 21228), (32, 21090), (34, 21057), (39, 21015), (41, 20988), (45, 20967), (49, 20871),
(50, 20847), (52, 20823), (53, 20820), (56, 20796), (64, 20727), (67, 20691), (72, 20643), (74, 20631),
(78, 20598), (82, 20532), (89, 20448), (90, 20445), (91, 20442), (94, 20397), (95, 20370), (98, 20349),
(99, 20340), (102, 20328), (103, 20316), (106, 20259),





