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Note: Tracks are now grouped by subcluster and scaled. Switching in subcluster is
indicated by changes in track color. Track scale is now set by default to display the
region 30 bp upstream of start 1 to 30 bp downstream of the last possible start. If this
default region is judged to be packed too tightly with annotated starts, the track will be
further scaled to only show that region of the ORF with annotated starts. This action
will be indicated by adding "Zoomed" to the title. For starts, yellow indicates the
location of called starts comprised solely of Glimmer/GeneMark auto-annotations,
green indicates the location of called starts with at least 1 manual gene annotation.

Pham 316303 Report

This analysis was run 09/05/26 on database version 662.

Pham number 316303 has 8 members, 1 are drafts.

Phages represented in each track:
• Track 1 : GodonK_91
• Track 2 : Phendrix_88
• Track 3 : GMA2_31
• Track 4 : Mareelih_101, BlueNGold_102, Boopy_103, Forza_103
• Track 5 : Sixama_101

Summary of Final Annotations (See graph section above for start numbers):

The start number called the most often in the published annotations is 2, it was called
in 4 of the 7 non-draft genes in the pham.

Genes that call this "Most Annotated" start:
• BlueNGold_102, Boopy_103, Forza_103, Mareelih_101,

Genes that have the "Most Annotated" start but do not call it:
•

Genes that do not have the "Most Annotated" start:
• GMA2_31, GodonK_91, Phendrix_88, Sixama_101,

Summary by start number:

Start 1:
• Found in 1 of 8 ( 12.5% ) of genes in pham
• No Manual Annotations of this start.
• Called 100.0% of time when present
• Phage (with cluster) where this start called: GMA2_31 (DS),

Start 2:
• Found in 4 of 8 ( 50.0% ) of genes in pham
• Manual Annotations of this start: 4 of 7
• Called 100.0% of time when present
• Phage (with cluster) where this start called: BlueNGold_102 (DS), Boopy_103 (DS),
Forza_103 (DS), Mareelih_101 (DS),



Start 3:
• Found in 1 of 8 ( 12.5% ) of genes in pham
• Manual Annotations of this start: 1 of 7
• Called 100.0% of time when present
• Phage (with cluster) where this start called: Sixama_101 (DS),

Start 6:
• Found in 1 of 8 ( 12.5% ) of genes in pham
• Manual Annotations of this start: 1 of 7
• Called 100.0% of time when present
• Phage (with cluster) where this start called: Phendrix_88 (DK),

Start 7:
• Found in 1 of 8 ( 12.5% ) of genes in pham
• Manual Annotations of this start: 1 of 7
• Called 100.0% of time when present
• Phage (with cluster) where this start called: GodonK_91 (DK),

Summary by clusters:

There are 2 clusters represented in this pham: DS, DK,

Info for manual annotations of cluster DK:
•Start number 6 was manually annotated 1 time for cluster DK.
•Start number 7 was manually annotated 1 time for cluster DK.

Info for manual annotations of cluster DS:
•Start number 2 was manually annotated 4 times for cluster DS.
•Start number 3 was manually annotated 1 time for cluster DS.

Gene Information:
Gene: BlueNGold_102 Start: 61910, Stop: 62506, Start Num: 2
Candidate Starts for BlueNGold_102:
(Start: 2 @61910 has 4 MA's), (4, 61919), (8, 61937), (10, 61994), (11, 62009), (14, 62096), (15,
62102), (17, 62144), (22, 62180), (28, 62288), (34, 62435), (37, 62462),

Gene: Boopy_103 Start: 61922, Stop: 62518, Start Num: 2
Candidate Starts for Boopy_103:
(Start: 2 @61922 has 4 MA's), (4, 61931), (8, 61949), (10, 62006), (11, 62021), (14, 62108), (15,
62114), (17, 62156), (22, 62192), (28, 62300), (34, 62447), (37, 62474),

Gene: Forza_103 Start: 61838, Stop: 62434, Start Num: 2
Candidate Starts for Forza_103:
(Start: 2 @61838 has 4 MA's), (4, 61847), (8, 61865), (10, 61922), (11, 61937), (14, 62024), (15,
62030), (17, 62072), (22, 62108), (28, 62216), (34, 62363), (37, 62390),

Gene: GMA2_31 Start: 33254, Stop: 33889, Start Num: 1
Candidate Starts for GMA2_31:



(1, 33254), (8, 33314), (11, 33395), (13, 33464), (15, 33488), (22, 33566), (24, 33614), (33, 33797),
(34, 33824), (35, 33839), (36, 33845), (38, 33857),

Gene: GodonK_91 Start: 54152, Stop: 54793, Start Num: 7
Candidate Starts for GodonK_91:
(Start: 7 @54152 has 1 MA's), (9, 54167), (11, 54230), (12, 54269), (14, 54317), (16, 54359), (17,
54365), (20, 54383), (21, 54392), (23, 54419), (25, 54452), (26, 54455), (27, 54491), (30, 54554), (32,
54563), (35, 54671), (37, 54683), (39, 54722), (40, 54728), (41, 54737), (42, 54746), (43, 54749),

Gene: Mareelih_101 Start: 61340, Stop: 61936, Start Num: 2
Candidate Starts for Mareelih_101:
(Start: 2 @61340 has 4 MA's), (4, 61349), (8, 61367), (10, 61424), (11, 61439), (14, 61526), (15,
61532), (17, 61574), (22, 61610), (28, 61718), (34, 61865), (37, 61892),

Gene: Phendrix_88 Start: 53863, Stop: 54504, Start Num: 6
Candidate Starts for Phendrix_88:
(Start: 6 @53863 has 1 MA's), (9, 53878), (11, 53941), (12, 53980), (14, 54028), (16, 54070), (17,
54076), (18, 54079), (20, 54094), (23, 54130), (26, 54166), (27, 54202), (30, 54265), (32, 54274), (35,
54382), (37, 54394), (39, 54433), (40, 54439), (41, 54448), (42, 54457), (43, 54460),

Gene: Sixama_101 Start: 61332, Stop: 61928, Start Num: 3
Candidate Starts for Sixama_101:
(Start: 3 @61332 has 1 MA's), (5, 61338), (8, 61353), (11, 61428), (17, 61563), (19, 61572), (21,
61590), (22, 61599), (29, 61746), (31, 61758), (32, 61761), (37, 61881),




